UniprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation sites PMIDS [sequence intracellular extracellular|cytosol [nucleus mitochndrion e golgi plasma extt:acellular
1D name sites reticulum |apparatus membrane [region
A2APB8 TPX2 _MOUSE [Mus Targeting|25.385059 NaN T72;S121;5125;5294;S312;T340;S3 28528544 MSQVPTTYSFDAPTDFINFSSLDAEE [None None None |None |None None None None None
musculus [protein 59;T369;5486;S737 DTENIDSWFDEKANLENKFLRQRGI
for Xklp2 GEPFQGKNSLRKAKLQQGFVTPLKA

VDNTYHKETEKENLQKQSIPSNDCS
SLDAKRAVSGNTPVQPQRRSIRLSA
QKDLEQKEKNHVASVEMKAKRCVA
PATDCPPQKRMKVSHKKKLEEEEEG
SAPATSRKNERETLEKAKGKHTVPG
[VPPAREKVLKSTEEQEIEKRLRMQQ
EVVELRRKNEEFKKLALAGPGQPVK
KSTSQVTKTVDFHFLTDERIKQHPK
NQEEYKEVNFMSELRKHSSTPARGT
RGCTIIKPFNLSKGKKRTFDEAASTY
[VPIAQQVEAFHKRTPNRYHLRNKKD
ESLLPSKSVNKIARDPQTPILQTKYRT
RAVTCKSTAEQEAEELEKLQQYKFK
IARELDPRIFESGPILPKRAPVKPPTQP
VGFDLEIEKRIHERESKKKTEDEQFE
FHSRPCPTKILEDVVGVPEKKVIPAT
[VPKSPVFALKNRIRVPIKDEEEEKPV
VIKAQPVPHYGVPYKPHIAEARNVEV
CPFSFDTRDKERQLQKEKKIKEMQK
GEVPKFKALPVPHFDTINLPEKKVK
NVTQAEPFSLETDKRGAYKAEMWK
HQLEEEQKQQKDAACFKARPNTVIF
QEPFVPKKEKKSLAENPSGSLVQEP
FQLATERRAKERQELEKKMAEVEA
WKLQQLEEVRQQEEEQQKEELARL
RKELVHKANPIRKYAAVEVKSSELPL
TVPVSPKFSTRFQ




