UniprotKB Entry name organism [full name |oglcnacscore o.glcnac p'h osphorylation PMIDS [sequence intracellular |extracellular|cytosol nucleus mitochndrion em?oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
A2ARSO IANR63_MOUSE [Mus Ankyrin  [29.185005 NaN S193;S304 22645316 MLKPKDLCPRAGTRTFLEAMQAGK [None None None |None None None None None None
musculus [repeat IVHLARFVLDALDRSIIDCRAEQGRTP
domain- LMVAVGLPDPAMRSRFVRLLLEQGA
containing IAVNLRDERGRTALSLACERGHLDAV
protein 63 QLLVQFSGDPEATDSAGNSPVMWA

IAACGHGAVLEFLVRSFRRLGLRLDR
TNRAGLTALQLAASRGHGTCVQALT
GPWGRAAAAAAARGSNSDSPPGHP
IAPAPSPERRRPSPRRLPRPLLARFAR
IAAGGHGHGHGHGHGHGGELASAG
KGSVRYRAQGNERPELGRSMSLALG
TMTEEETARLRAGALMARPNSPQSS
GSGRWRSQEVLEGAPLALMQAPVG
LSPHPEGCPGSGRLGLRRRSTAPDIP
SLVGEASGPESGPELENNALPFSVP
GPKPWQAGTEAVVLQAQR




