
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

A2AT37 RENT2_MOUSE Mus
musculus

Regulator
of
nonsense
transcripts
2

25.685855 NaN T1085 39627609 MPAERKKSASMEEKESLLNNKEKD
CSERRPVSSKEKPRDDLKVTAKKEV
SKVPEDKKKRLEEDKRKKEDKERKK
KEEEKVKAEEELKKKEEEEKKKQEE
EERKKQEEQAKRQQEEAAAQLKEKE
ESLQLHQEAWERHQLRKELRSKNQ
NAPDNRPEENFFSRLDSSLKKNTAF
VKKLKTITEQQRDSLSHDFNGLNLS
KYIAEAVASIVEAKLKLSDVNCAAHL
CSLFHQRYSDFAPSLLQVWKKHFEA
RKEEKTPNITKLRTDLRFIAELTIVGI
FTDKEGLSLIYEQLKSIINADRESHT
HVSVVISFCRHCGDDIAGLVPRKVKS
AAEKFNLSFPPSEIISPEKQQPFQNL
LKEYFTSLTKHLKRDHRELQNTERQ
NRRILHSKGELSEDRHKQYEEFAMS
YQKLLANSQSLADLLDENMPDLPQD
KPTPEEHGPGIDIFTPGKPGEYDLEG
GIWEDEDARNFYENLIDLKAFVPAIL
FKDNEKSQNKDSNKDDSKEAKEPK
DNKEASSPDDLELELENLEINDDTL
ELEGADEAEDLTKKLLDEQEQEDEE
ASTGSHLKLIVDAFLQQLPNCVNRD
LIDKAAMDFCMNMNTKANRKKLVR
ALFIVPRQRLDLLPFYARLVATLHPC
MSDVAEDLCSMLRGDFRFHVRKKD
QINIETKNKTVRFIGELTKFKMFTKN
DTLHCLKMLLSDFSHHHIEMACTLL
ETCGRFLFRSPESHLRTSVLLEQMM
RKKQAMHLDARYVTMVENAYYYCN
PPPAEKTVRKKRPPLQEYVRKLLYKD
LSKVTTEKVLRQMRKLPWQDQEVK
DYVICCMINIWNVKYNSIHCVANLL
AGLVLYQEDVGIHVVDGVLEDIRLG
MEVNQPKFNQRRISSAKFLGELYNY
RMVESAVIFRTLYSFTSFGVNPDGSP
SSLDPPEHLFRIRLVCTILDTCGQYF
DRGSSKRKLDCFLVYFQRYVWWKK
SLEVWTKDHPFPIDIDYMISDTLELL
RPKIKLCNSLEESIRQVQDLEREFLI
KLGLVNDKESKDSMTEGENLEEDE
EEEEGGAETEEQSGNESEVNEPEEE
EGSEEEEEGEEEEEENTDYLTDSNK
ENETDEENAEVMIKGGGLKHVPCV
EDEDFIQALDKMMLENLQQRSGES
VKVHQLDVAIPLHLKSQLRKGPPLG
GGEGETESADTMPFVMLTRKGNKQ
QFKILNVPMSSQLAANHWNQQQAE
QEERMRMKKLTLDINERQEQEDYQ
EMLQSLAQRPAPANTNRERRPRYQ
HPKGAPNADLIFKTGGRRR

True False 4.53 3.97 1.687 1.378 False 1.202 0.857


