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sites

phosphorylation
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region

0

A2BI30 A2BI30_MOUSE Mus
musculus

NaN 29.185005 NaN NaN 22645316 SSRKPTLSPENKPSSLVPPPQPLTTL
SQGQMVHPEAAPGSPLKGTGTPLSL
LTVRQPNKDHASPAPVPEAPLSREG
AHDEYLPDAATQLLSSKLPNPPPTIW
TFPQQKEDRAAAIFWTNEKANGTTS
LWALPTKEAPSRRAVTGSTSDFNTG
RLSPLIMTALRTDLSPPGSPPSSALTT
QAASPRSSGTKLESLAAVTSQSELPA
SASKQVTELPSSTDVHGLPTMGGTR
KPAATDVFWSFLSAETASLATQSGIS
GSQQQTNHDVNTHTINSTHRELRPA
SVALPGGTTSAANALQSRNFKEIAG
QLVAADSFNFQDPVLSPRTSQPLQP
SEEAVVESHTDFPPTGKHARDFDTE
MVHYYSSTSQNPMSQLPIRPAHPFW
PTWPSLASAASLHQMLSDGTDAGS
HISSDIYLSPGENGSPQFQSVLEYHS
STASPSVPTGAFSRTPSKVLRTSRRP
KKWTGAATHTATAAATATTTLFLRR
SSPAPLSAALTAKGTGSSSSNLAKSS
LTTALAKNVTNKAASGPKVTAGTIHT
AFPFTPTYMLARTAHSLSTHTAMQG
ATGSVSGLLSTTHLPKKPQAMHTGL
PNPTRPDTPRASTPRPLTITAALTSM
TASVKATRLPSLQTGNTDAAFPAVST
AMATTGRMASNLDCQMSHKFLVKT
VFFLTQRRIQSSESLKLGVTKGLTQA
LRKAFHQNDVSAHVDILEYSHNVTV
GYYATKGRLVYLPAVVMDVLGVYGV
SNVTADLKQHTPNLQSVAVLASPWK
PQPAGAFQLKTVLQFVSQSDNIQSC
RFAQTMEQRLQKAFQDAERKVLSTR
SNLTVQIVSTSNASQAVTLVYAVGN
QSSFLNGTVASSLLSQLSAELVGFYL
TYPPLTIAEPLEYPNLDTSETTRDYW
VITVLQGVDNSLVGLHNQSFARVME
QRLAQLFMMSQQQGRRFKRATTLG
SYTVQMVKMQRVPGPKDPAELTYYT
LYNGKPLLGTAAAKILSTIDSQRMAL
TLHHVVLLQADPVVKNPPNNLWIIA
AVLAPIAVVTIIIIIITAVLCRKNKNDF
KPDTMINLPQRAKPVQGFDYAKQHL
GQQGADEEVIPVTQETVVLPIPVRDT
PQERDTAQDGSAIKTAKSTETRRSRS
PSENGSVISNESGKPSSGRRSPQNG
MTQQKVTKEESRKRNVTASDEEEG
AGLFDSAGKAAADPFDTSSGSVQLIA
IKPSALPVVHPASDRGQESSAALNGE
VNKALKQKSDIEHYRNKLRLKAKRK
GYYDFPPVEAGKGLAERKMYEKAPK
EVEHVLDADPELCAPFAESKNRQQ
MKNSVYRSRQSLNSPSPGETEMDLL
VTRERPRRGIRNSGYDTEPEIIEETN
VDRVHEPRGYGRARQAKGHSETSTL
SSQPSIDEVRQQMHMLLEEAFSLAS
AGHAGQSRHQETYGSTQHLPYSEVV
TSAPGTMTRPRAGVQWVPTYRPEMY
QYSLPRPAYRFSQLPEMVMGSPPPP
VPPRTGPVAVASLRRSTSDIGSKTRM
AESTGPEPTQLHDSASFAQVSRGPV
SVTQLDQSALNYSGNTVPAVFAIPAA
NRPGFTGYFIPTPPSSYRSQAWMSY
AGENELPSQWADSVPLPGYIEAYPRS
RYQQSSPSRLPRQYSQPANLHPSLE
QAPVPSAAASQQSLTENEPPDTPLT
NISTAALVKAIREEVAKLAKKQTDMF
EFQV

None None None None None None None None None


