UniprotKB Entry name organism full oglcnacscore o.glcnac P h osphorylation PMIDS |sequence intracellular extracellular (cytosol [nucleus mitochndrion em!op lasmic golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane region

IA2BI30 IA2BI30_MOUSE [Mus NaN [29.185005 NaN NaN 22645316 [SSRKPTLSPENKPSSLVPPPQPLTTL [None None None [None None None None None None
musculus SQGQMVHPEAAPGSPLKGTGTPLSL

LTVRQPNKDHASPAPVPEAPLSREG
IAHDEYLPDAATQLLSSKLPNPPPTIW
TFPQQKEDRAAAIFWTNEKANGTTS
LWALPTKEAPSRRAVTGSTSDFNTG
RLSPLIMTALRTDLSPPGSPPSSALTT
QAASPRSSGTKLESLAAVTSQSELPA
SASKQVTELPSSTDVHGLPTMGGTR
KPAATDVFWSFLSAETASLATQSGIS
GSQQQTNHDVNTHTINSTHRELRPA
SVALPGGTTSAANALQSRNFKEIAG
QLVAADSFNFQDPVLSPRTSQPLQP
SEEAVVESHTDFPPTGKHARDFDTE
MVHYYSSTSQNPMSQLPIRPAHPFW
PTWPSLASAASLHQMLSDGTDAGS
HISSDIYLSPGENGSPQFQSVLEYHS
STASPSVPTGAFSRTPSKVLRTSRRP
KKWTGAATHTATAAATATTTLFLRR
SSPAPLSAALTAKGTGSSSSNLAKSS
LTTALAKNVTNKAASGPKVTAGTIHT
AFPFTPTYMLARTAHSLSTHTAMQG
IATGSVSGLLSTTHLPKKPQAMHTGL
PNPTRPDTPRASTPRPLTITAALTSM
TASVKATRLPSLQTGNTDAAFPAVST
IAMATTGRMASNLDCQMSHKFLVKT
VFFLTQRRIQSSESLKLGVTKGLTQA
LRKAFHQNDVSAHVDILEYSHNVTV
GYYATKGRLVYLPAVVMDVLGVYGV
SNVTADLKQHTPNLQSVAVLASPWK
PQPAGAFQLKTVLQFVSQSDNIQSC
RFAQTMEQRLQKAFQDAERKVLSTR
SNLTVQIVSTSNASQAVTLVYAVGN
QSSFLNGTVASSLLSQLSAELVGFYL
TYPPLTIAEPLEYPNLDTSETTRDYW
VITVLQGVDNSLVGLHNQSFARVME
QRLAQLFMMSQQQGRRFKRATTLG
SYTVQMVKMQRVPGPKDPAELTYYT
LYNGKPLLGTAAAKILSTIDSQRMAL
TLHHVVLLQADPVVKNPPNNLWIIA
IAVLAPIAVVTIIIIIITAVLCRKNKNDF
KPDTMINLPQRAKPVQGFDYAKQHL
GQQGADEEVIPVTQETVVLPIPVRDT
PQERDTAQDGSAIKTAKSTETRRSRS
PSENGSVISNESGKPSSGRRSPQNG
MTQQKVTKEESRKRNVTASDEEEG
IAGLFDSAGKAAADPFDTSSGSVQLIA
IKPSALPVVHPASDRGQESSAALNGE
'VNKALKQKSDIEHYRNKLRLKAKRK
GYYDFPPVEAGKGLAERKMYEKAPK
EVEHVLDADPELCAPFAESKNRQQ
MKNSVYRSRQSLNSPSPGETEMDLL
IVTRERPRRGIRNSGYDTEPEIIEETN
VDRVHEPRGYGRARQAKGHSETSTL
SSQPSIDEVRQQMHMLLEEAFSLAS
IAGHAGQSRHQETYGSTQHLPYSEVV
TSAPGTMTRPRAGVQWVPTYRPEMY
QYSLPRPAYRFSQLPEMVMGSPPPP
VPPRTGPVAVASLRRSTSDIGSKTRM
IAESTGPEPTQLHDSASFAQVSRGPV
SVTQLDQSALNYSGNTVPAVFAIPAA
NRPGFTGYFIPTPPSSYRSQAWMSY
IAGENELPSQWADSVPLPGYIEAYPRS
RYQQSSPSRLPRQYSQPANLHPSLE
QAPVPSAAASQQSLTENEPPDTPLT
NISTAALVKAIREEVAKLAKKQTDMF
EFQV




