UniprotKB Entry name organism [full name [oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular|extracellular cytosol [nucleus mitochndrion em!oplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane [region
A2IDD5 CCD78_HUMAN [Homo Coiled- 28.275761 NaN NaN 39894887 MEHAATTGPRPGPPSRRVENVVLRA |False True 1.758 [2.628 |0.946 5.0 False 5.0 0.612
sapiens [coil KDWLPGAPGGTAVWATSLEAEVPPD
domain- LALNKEQQLQISKELVDIQITTHHLH
containing EQHEAEIFQLKSEILRLESRVLELEL
protein 78 RGDGTSQGCAVPVESDPRHPRAAAQ

ELRHKAQVPGHSDDHRFQVQPKNT
MNPENEQHRLGSGLQGEVKWALE
HQEARQQALVTRVATLGRQLQGARE
EARAAGQRLATQAVVLCSCQGQLRQ
IAEAENARLQLQLKKLKDEYVLRLQH
CAWQAVEHADGAGQAPATTALRTFL
EATLEDIRAAHRSREQQLARAARSY
HKRLVDLSRRHEELLVAYRAPGNPQ
AIFDIASLDLEPLPVPLVTDFSHRED
QHGGPGALLSSPKKRPGGASQGGTS
EPQGLDAASWAQIHQKLRDFSRSTQ
SWNGSGHSCWSGPRWLKSNFLSYR
STWTSTWAGTSTKS




