rerio

KVMKAPQYQPYSVKSHVVSVAGEPG
TPGEPGPAGPPGPPGPAGQDGEGLP
GPQGPPGAPGPAGYSAPGKPGSPGG
PGKPGATGAPGLKGDTGAPGLQGPR
GMPGPSGSPGPAGISATGKPGPAGL
PGAMGPRGEQGFKGHPGIPGLPGQK
GEMGVGVQGPAGERGPTGPVGPSG
KPGAPGVGLPGKPGAPGEAGKSGSP
GRDGESGPMGPQGQKGQTGAPGVG
IPGKPGENGAPGMPGPTGPKGPQGV
SGAPGAPGVPGYGKPGENGLKGDRG
VPGSPGTTGQKGEPGAKGHTGYPGS
PGAVGPAGPQGAKGFPGERGQAGD
KGEPGPMGPPGLKGHKGEQGAQGI
EGKQGYPGATGQPGPRGATGAPGAK
GELGHTGATGAPGTPGSVGPKGHPG
YPGATGEKGEQGAPGARGPVGPAGP
GGPPGLKGHPGIPGAPGPAGLAAKGI
PGPQGPPGLPGSEGPAGIPGPSGPPG
PPGPPGEVIFEKAQGETAYPVLVKSP
VSAFTVATVTPYPPSGTPIKFDQVVY
NAEQHYDPETGIFTCHIPGIYYFSYS
MHVNGANALVALYKNGDPVMFTYD
EYNKGFVDQMSGSSVLQLNEQDTV
'YMQIPDDEANGVFAADNVHCSFSGF
LIAST

UniprotkB Entry name organism full oglcnacscore oglcnac ‘p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion ent'loplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
IA2RQR3 A2RQR3_DANRE |Danio NaN [26.412228 NaN NaN 40044042 MELRVVSILLLLVALTAAHGERYVVK [NaN NaN NaN [NaN NaN NaN NaN NaN None




