UniprotkB Entry name organism full oglcnacscore ogjlcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion em"loplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane [region
A2RSY6 TRM1L MOUSE |Mus TRMT1-|25.643919 NaN 'T23;S63;S607 28135057 MENMAEEELLPQEKEEAQVRVPTP |None None None [None None None None None None
musculus [like APDSAPVPAPAADTALDSAPTPDSDP
protein APALAPAPAPALSPSLASVPEEAESK

RHISIQRRLADLEKLAFGTEGDVDSA
SSLNSDNPGTENSQTCPLCPKEKFR
AYSSHKLRRHLQNLHWKISVEFEGY
RMCICHLACRPVKPTIVGEQISSKLG
AHYHCIICSATITRRTDMLGHVKRHV
NKGETKSRYIAASTAKSSNEILKETD
TDIQVFPNYSIPQKTDSYFNPKMKLN
RQIIFCTLAALAKERKPLECLDAFGA
TGIMGLQWAKHLGNAVKVTINDLN
ENSVTLIQKNCHLNKLKVVVDSEEK
EEGDALEDDGTLGDIQVTRMDANVL
MHLRSFDFIHLDPFGTSVNYLDSAF
RNVRNLGIVSVTSTDISSLYAKAQHV
ARRHYGCNIVRTEYYKELAARIVVAA
VARAAARCNKGIEVLFAVALEHFVLV
VVRVLRGPTSADETAKKIQYLIHCQW
CEERIFQKDGNMVEENPYRQLPCN
CHGSMPGKTAIELGPLWSSSLENTG
FLKRMLFESIHHGLDDIQPLIKTLIFE
SECTPQSQCSTHAPSNTNKQEENGV
FVKTTDDTTIDIYSAQGKRKSNEMAI
NLAKKQKTDASTAHPPFYYNIHRHSI
KGMNMPKLKKFLCCLSQAGFRVSR
THFDPMGIRTDAPLMQFKSILLKYST
PTYTGAQSEGQMPPAAEDTVTDRVE
MSVSDKAEASGCRRW




