DLLTETKRPIDTVISQQAFYSDESVS
IAMEKQYLRNSNLTPQQKIDELHHG
FTGLDLEEQWMYPSRSDHSNCHNI
QTNDTAKTTFQEYPLIKNCFTPQTGL
SDIMKESGVDIYHYGRDRICTKGLEA
PLQQKRAEMFLSQFNRYNENVDYC
RYPEYVHPNKAKLNKCSNFSVQDSK
KLANGTPETPTVEADTYTKLFQVKPA
NQKKMEETIPDQQNFTFPKTTPHLT
EKQFAKEAVFTADFGLTSEYGLKPH
TACPANDFANVTEKQQFAKPDPPHS
EYFKSVNLLSNSATSSGGINLNRPT
WMNVQTKNNTPIPYRNQGNLMKL
NSHLSAASKGSNHSSDFPQLSSTNL
TPNSNLFQKYCQENPSAFSSFDFSY
SGAERIQSVNHIEGLTKPGEENLFKL
IVTDKKIKQPNGFCDNYSAQKYGIIEN
VNKHNFQAKPQSGHYDPEEGPKHL
DGLSQNTYQDLLESQGHSNSHRTR
GGDNSRVNRTQVSCFSNNYMMGD
LRHNQCFQQLGSNGFPLRSTHPFG
HSVVPLLDSYDLLSYDDLSHLYPYFN
MMYGDNSFSGLMPTFGFQRPIKTRS
GPASELHIRLEECCEQWRALEKERK
KTELALAKNYPGKKVSSTNNTPVPR
LTSNPSRVDRLIVDELRELARVVTLL
GKMERLRSSLLHASISTALDRHLESI
HIVQSRRKDEIVNASNRQRQGVPRC
QDDRDVFALASAIKEMCVATRKTRT
IALWCALQMTLPKTASTADVVKPLQD
TVNCEDKVHESINSSNPMNQRGET

NKH

UniprotKB Entry name organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(?oplasmlc golgi plasma extr'acellular
ID sites sites reticulum apparatus membrane region
A2RUB1 MEIOC_HUMAN [Homo Meiosis- |27.039344 S468 NaN 39534244 MEVRRGDTCPRPHPSGLREEGLEPK [True False 1.406 (4.5 0.906 False False 0.514 0.634
sapiens specific IVAFPGGANRCWNLGADAGSRLTDV

coiled-coil FGSVMLTGSASFYDCYTSQSEDNVD

domain- LRQTYTPFSSTEYSSSVDSSLFCAPW

containing STYGDDIKQPSNSQISIKNRIQTERN

protein DYGSETDLYGLVSNILEEQDKSQPYF

MEIOC IAEGTCSSNLKSVWPMNTSRFADHH




