}Jl;l iprotKB Entry name organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl.‘acellular
name sites sites reticulum apparatus membrane [region
A2RUH7 MBPHL_HUMAN [Homo Myosin-|28.275761 NaN S38 39894887 MEAATAPEVAAGSKLKVKEASPADA |False False 2.493 |1.652  [False False False 0.586 1.573
sapiens  |binding EPPQASPGQGAGSPTPQLLPPIEEHP
protein KIWLPRALRQTYIRKVGDTVNLLIPF
H-like QGKPKPQAIWTHDGCALDTRRVSVR

NGEQDSILFIREAQRADSGRYQLRV
QLGGLEATATIDILVIERPGPPQSIKL
IVDVWGFSATLEWTPPQDTGNTALLG
YTVQKADTKSGLWFTVLEHYHRTSC
IVSDLIIGNSYAFRVFAENQCGLSET
IAPITTDLAHIQKAATVYKTKGFAQRD
FSEAPKFTQPLADCTTVTGYNTQLFC
CVRASPRPKIITWLKNKMDIQGNPKY
RALTHLGICSLEIRKPGPFDGGIYTCK
IAVNPLGEASVDCRVDVKVPN




