UniprotKB Entry organism [full name |oglcnacscore o-glcnac phosphorylation sites PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion enc}oplasmw golgi plasma extt:acellular

ID name sites reticulum |apparatus membrane fregion

A2VD12 PBIP1_RAT [Rattus Pre-B-cell  |23.439218 NaN S133;5144;5145;5146;T150;S166;S |38843836 MASCPDSDNSWVLAGSETLPVETLG |True False 4.084 [4.524 |0.422 0.75 0.375 1.637 False
norvegicus [leukemia 559 PESRVDPESEEAPQALQDSSKADGK

transcription
factor-
interacting
protein 1

ESAGTLNGEEMLFQTESSQGEGAAL
PEESEAKGALGGDDGHGTKRPGDTA
VQEDLQETPMVTSLGPDTQDLERNI
HPQNLPSSPRAVWKEHGCSSSDDD
TDVDVEGLRRRRGREPSPPQPTAAV
DGEDQAKGEGIGELGISLNMCFLGA
LVLLGLGILLFSGALLEPETEPVEEA
ELQVFPETELVQTVGNRQDEVEQLQ
ASVPPDSVPSLQSMGLLLDKLAKEN
QDIRLLQAQLQAQKEELQSLLHQPK
GLEEENARLREALQQGKTSHQALES
ELQQLRARLQGLEANCVRGVDGVCL
NWGGSPQGGKATTEQGHKGQEPDT
SLLEQHKQLEAEAKALRQELQKQW
QLLGSVHRNLQRGLQDAGQGAPAH
AGLAELGHMLAQTLQGLESQGINTG
RSSNDSEAWHQKKPRFQHPREWSG
REKWRGGQRDQKAEHWKLKKEESG
QDRKKSWRDEGREFTGHWKENRPR
AEESGSRKDSKRQDPKVHPRKSGNS
HSGERQKHSWGKDNSPDSVSWEEL
LRRKYRPPQGCSGVADCARQEGLAL
FGVELAPVRQQELASVLREYLARLP
WAGQLTKELPLSPAYFGEDGIFRHD
RLRFRDFVDALEDSLEEVALKQTGD
DDEVDDFEDFIFSHFFGDKALKRRS
KKKEKQPWNHRAVGPREEHSRHPH
HYHQG




