UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
A2VE13 MAL2_BOVIN |Bos Protein |39.03173 NaN NaN 41018975 |MSAGGAPVPPPPNPAMSFPAPRVTL (NaN NaN NaN [NaN NaN NaN NaN NaN None

taurus MAL2

PAGPDILRTYSGAFVCLEIVFGGLVW
ILVASSNVPLPLLQGWVMFVSVTAF
VCSLLFLGVFLSGVVTQINANWNEFL
DFAYHFTVFVFYFGAFLLEAATTSLH
DLRCNRTMTVQPLLSDNQYNINVAA
TIFAFVITACYGCSLGLALRRWRP




