UniprotkB Entry name |organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion ent!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
A2VE31 S38A2_BOVIN [Bos Sodium- |39.03173 NaN S12;S21;522;S55 [41018975|MKKAEMGRFNISPDEDSSSYSSNSD |[NaN NaN NaN |NaN NaN NaN NaN NaN None
taurus coupled FNYSYPTKQAALKSHYADVDPENQN

neutral FLLESNLGKKKYETDFHPGTTSFGM

amino SVEFNLSNAIVGSGILGLSYAMANTGI

acid ALFIILLTFVSIFSLYSVHLLLKTANE

symporter GGSLLYEQLGHKAFGMVGKLTASGS

2 ITMQNIGAMSSYLFIVKYELPLVIQAL

MNIEDTNGLWYLNGDYLVLLVSLVL
ILPLSLLRNLGYLGYTSGLSLLCMMF
FLIVVIFKKFQISCPAEIAFLVNETVN
SSLTQPATFLPDMGFNRTESDSCQP
RYFIFNSQTVYAVPILTFSFVCHPAIL
PIYEELKGRSRRRMMNVSKISFFAM
FLMYLLAALFGYLTFYGHVESELLHT
YSSVMETDILLLIVRLAVLVAVTLTVP
VVIFPIRSSITHLLCASKEFSWWRHS
VITVSILVFTNLLVIFVPNIRDIFGFIG
ASAAAMLIFILPSAFYIKLVKKEPMKS
VQKIGAMFFLLSGIVVMTGSMALIVL
DWVHNAPGGGH




