UniprotKB Entry name |organism [full name oglcnacscore °g lcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus em!op lasmic golgi plasma extl.‘acellular
ID sites sites reticulum apparatus membrane region
A3KGT9 GPT3L_DANRE |Danio Glycerol-3- 26.412228 NaN NaN 40044042 MEGYWAVLFPVLKVWFSCVIVLIML [NaN NaN NaN [NaN NaN NaN NaN None
rerio phosphate PAMFGISLGITETYMKLLIKTLEWAT
acyltransferase HRIQRASRAEEILKESASNGLIQRDN
3-like SSLEQEIEELRRNRPKSADRGDFTLS

DVLYFSRKGFESIVEDDVTQRFTSEE
LVSWNLLTRTNNNFQYISLRLTVLW
'VVGVVVRYCILLPLRITLTTIGLTWLV
1G VGFLPNCRVKNWLSELVHLM
CYRICARGLSATIHFHNKQNRPKKG
GICVANHTSPIDVVILANDGCYAMV
GQVHGGLMGVLQRAMERSCPHIWF
ERSEMRDRHLVTQRLKDHVNAKTK
LPILIFPEGTCINNTSVMMFKKGSFE
IGGTIYPVAIKYDPQFGDAFWNSSKY
SIMSYLLRMMTSWAIVCNVWYLPP
MTHEEGEDAVQFANRVKSTIAQQG
GLVDLAWDGGLKRAKVKDSFKEQQ

QKKYSHMVVGEDSSD




