rerio

FWSVCADFPEVFGGESAGFGPVFEE
QPLDTIYPEESPEEKITLTCRTRANPP
ASYRWRLNNAELVLAEGGDPHYSVS
EGNLLISSPDKSKHAGNYTCVASNQ
YGSVTSRRARVQFGYLDMFSTDERE
IAVYVKEGQGAVLLCAPPPHFPEDLS
FRWMLNEFPEFIPLDQRRFVSQSTG
NLYISTVRSTDSGNYSCFVSSPAIAK
SVFSKFIPLVPIAERSLRKYPADIKVK
SPDSWALLGQNITLECFALGNPIPQI
RWRKLDGVLPPLRHDVSMSGALLH
LYSLQYEDEGLYECEADNSKGKDW
HKTHLYVEGAPDWLEQISSSEVDIG
GDYIMSCQASGKPKPHVHFLKNGH
MYMKGHEVRFSRLGFEDSGMYQCV
AENRHGVIHANAELRVFASAPSFQY
NPVKPKLLGARNGRVVFECRPRAAP
RPNITWSKGTELLHNSSRISIWLDGS
LELLNISKSDEGKYTCFAENDRGRA
NSTGSLSITDATKITLAPSNADVSVG
EDARMECVASHDPGLDLTFIWSLDG
HTIDLQRDAQHYQRKMDSASGTSSS
ELLITHTQLRHAGRYSCTAQTPVDN
TTASAELVVRGPPGPPGGVRVDEVTS
DSVRVLWSHGTDNLSPISRYTVQLR
ESAAQQDWRDAATSPVNVEGNAEM
ATVVNLLPWTEYEFRVIATNTLGTGP
PSEPSPKTTTREARPIVAPSDIGGGG
GTSRELTITWTPVQSQYYYGSNFGYII
IAFKPHNDPEWLRVTVTDPEVQKYV
HKDPKIPPSTRFEVKMKAFNSQGEG
PFSNSAFIYSAQDVPAEAPIITEARAL
SATEAIVIWVPVQLPTVERYQVRYWR
ESVENEASAQRVLVSSRENHTRLDN
MKPDSHYLVEVRACNGAGYGPASQ
RNRIYTKKSPPSRPPKIISTKMHYSG
SSINIAWEKVESLNNESTVAGYKVLY
RQHGQPSGTLYTTEKQSIDLPMRRG
EYLVEVRAHSEGGDGAVAQVRITGS
IAPAPALASALLLLPLLWTLML

UniprotkB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extr:acellular
ID name sites sites reticulum |apparatus membrane region
IA4]YP8 A4]YP8_DANRE [Danio NaN [26.412228 NaN NaN 40044042 MIPEAFQPRAMKHTTTVLMLALSSR [NaN NaN NaN [NaN NaN NaN NaN NaN None




