UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular |cytosol [nucleus mitochndrion en(!oplasmlc golgi plasma extl.'acellular
ID name sites sites reticulum apparatus membrane [region
A4QP10 A4QP10_DANRE Danio Insulin- [26.412228 NaN NaN 40044042 MSDPAVKRVVSDIIRSPEDKREYRGL |NaN NaN NaN |NaN NaN NaN NaN NaN None
rerio degrading EFTNGLKAILISDPTTDKSSAALDVH
enzyme MGSLSDPENISGLAHFCEHMLFLGT

EKYPKENEYSQFLSEHAGSSNAFTS
GEHTNYYFDVSHEHLQGALDRFAQ
FFLCPLFDESCKDREVNAVDSEHEK
NLMNDAWRLFQLEKATGNPKHPFS
KFGTGNKLTLETRPSQQGIDIREELL
KFHSTYYSSNLMGLCVLGRETLDEL
TSMVVKLFGEVENKNVPVPEFPTHP
FQEEHLRQFYKVVPIKDIRNLYVTEPI
PDLQKYYKSNPGHYLGHLIGHEGPG
SLLSELKSKGWVNTLVGGQKEGARG
FMFFIINVDLTEEGLLHVEDIIFHMF
QYIQKLRTEGPQEWVFQECKDLNTV
AFRFKDKERPRGYTSKVAGLLHYYPL
EEILAAEYLLEEFRPDLIEMVLDKLR
PENVRVAVVSKSFEGQTDRTEEWYG
TQYKQEAITDEAIKKWDNADLNGKF
KLPMKNEFIPTNFEIYPLEKDSPSAP
TLIKDTAMSKVWFKQDDKFFLPKAC
LNFEFFSPFAYVDPLHCNMAYLYLE
LLKDSLNEYAYAAELAGLSYDLQNT
VYGMYLSVKGYNDKQHILLKKIIEK
MATFEIDEKRFDIIKEAYMRSLNNFR
AEQPHQHAMYYLRLLMTEVAWTKD
ELRDALDDVTLPRLKAFIPQLLSRLH
IEALLHGNITKQSALEMMQMLEDTL
IEHAHTKPLLPSQLIRYREVQVPDGG
WYVYQQRNEVHNNCGIEIYYQTDM
QNTHENMLLELFCQIISEPCFNTLR
TKEQLGYIVFSGPRRANGVQGLRFII
QSEKAPHYLESRVEAFLKTMEKSVE
EMGDEAFQKHIQALAIRRLDKPKKL
AAECAKYWGEIISQQYNFDRDNIEV
AYLKTLTKEHIMQFYRDLLAIDAPRR
HKVSVHVLSREMDSCPLVGEFPAQ
NDVNLAPAPSLPQPSLVQDMTEFKR

SLPLFPLTKPHINFMAAKL




