UniprotKB Entry name |organism full name oglcnacscore o'glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion en(.ioplasmlc golgi extl"acellular
ID sites sites reticulum apparatus membrane [region
ASPLK2 LHPP_DANRE |Danio Phospholysine  [26.412228 NaN NaN 40044042 |[MAADSSLEFLKSVKGVILDMCGVLY [NaN NaN NaN NaN NaN NaN NaN NaN None
rerio phosphohistidine DSGEGGGRAIHGSVEAVKRLMDSGL
inorganic MLRFCTNETQNTRERFVQKLRVMG
pyrophosphate FDISVSHVFSPAPAVVQILQKRHLRP
phosphatase HLLVHDDLIPEFDGVDTSSPNCVVIG

DAAEKFSYQNLNEAFRVLIGLEKPVL
FSLGRGRYYKETDGLKLDVGVYMKA
LEYACDVQAEVVGKPSSEFFKTVLN
DMNLQPHEVVMVGDDLVNDVGGA
QSCGMKGLQVRTGKYRPSDECDPS
VRADAYVDDLSAAVDAILTNR




