UniprotKB Entry name |organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr.‘acellular
ID sites sites reticulum apparatus membrane [region
ASWVXO0 ITPA_DANRE [Danio Inosine 26.412228 NaN NaN 40044042 MAVPTGRALVFVTGNAKKLEEVVQI |[NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio triphosphate LGDKFPYKLISKKIDLPEYQGEPDDIS
ipyrophosphatase

IQKCKEAARQVDGPVLVEDTCLCFR
IALEGLPGPYIKWFLDKLKPEGLYKM
LAGFEDKSAWALCTFAFCAGKEEPV
QLFRGITEGHIVEPRGPRDFGWDPC
FQPEGYDKTYAELPKEVKNSISHRYR

ALAALSEHFCQDNGAPETKRSKHQD




