UniprotKB Entry name organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion ent.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
IA6H630 ARMT1_MOUSE |Mus Damage- 27.83319 NaN S4 39927985;37507081 MAESPAFLSAKDEGSFAYLTIKDRTP |False False 1.688 |1.25 False 0.281 False False False
musculus |control QILTKVIDTLHRHKSEFFEKHGEEGI
phosphatase EAEKKAISLLSKLRNELQTDKPITPLV
IARMT1

DKCVDTHIWNQYLEYQRSLLNEGD
GEPRWFFSPWLFVECYMYRRIHEAI
MQSPPIHDFDVFKESKEENFFESQG
SIDALCSHLLQLKPVKGLREEQIQDE
FFKLLQISLWGNKCDLSLSGGESSS
QKANIINCLQDLKPFILINDTESLWA
LLSKLKKTVETPVVRVDIVLDNSGFE
LITDLVLADFLFSSELATEIHFHGKSI
PWFVSDVTEHDFNWIVEHMKSSNL
ESMSTCGACWEAYARMGRWAYHD
HAFWTLPHPYCVMPQVAPDLYAELQ
KAHLILFKGDLNYRKLMGDRKWKFT
FPFHQALSGFHPAPLCSIRTLKCELQ
VGLQPGQAEQLTASDPHWLTTGRYG
ILQFDGPL




