UniprotKB Entry name organism full name (oglcnacscore o.glcnac p'h osphorylation PMIDS [sequence intracellular extracellular |cytosol nucleus mitochndrion em%oplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane region
AGNEY8 PRXD1_HUMAN [Homo Putative [26.75988 NaN NaN 29485866 | MAGAELGAALEQRLGALAIHTEVVE |None None None |None None None None None None
sapiens  [prolyl- HPEVFTVEEMMPHIQHLKGAHSKN

tRNA LFLKDKKKKNYWLVTVLHDRQINLN

synthetase ELAKQLGVGSGNLRFADETAMLEKL

associated KVGQGCATPLALFCDGGDVKFVLDS

domain- IAFLEGGHEKVYFHPMTNAATMGLS

containing

protein 1

PEDFLTFVKMTGHDPIILNFD




