}J];l iprotKB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
sites sites reticulum apparatus membrane region
IAGNGUS GGT3_HUMAN |Homo Putative 25.090618 T346;S347 |[NaN 35289036 |MKKKLVVLGLLAVVLVLVIVGLCLW |None None None |None None None None None None
sapiens glutathione LPSASKEPDNHVYTRAAVAADAKQC
hydrolase LEIGRDTLRDGGSAVDAAIAALLCVG
3 LMNAHSMGIGVGLFLTIYNSTTRKA
proenzyme EVINAREVAPRLAFASMFNSSEQSQ

KGGLSVAVPGEIRGYELAHQRHGRL
PWARLFQPSIQLARQGFPVGKGLAA
VLENKRTVIEQQPVLCEVFCRDRKV
LREGERLTLPRLADTYEMLAIEGAQA
FYNGSLMAQIVKDIQAAGGIVTAEDL
NNYCAELIEHPLNISLGDAVLYMPSA
RLSGPVLALILNILKGYNFSRESVET
PEQKGLTYHRIVEAFRFAYAKRTLLG
DPKFVDVTEVVRNMTSEFFAAQLRS
QISDHTTHPISYYKPEFYTPDDGGTA
HLSVVAEDGSAVSATSTINLYFGSKV
CSPVSGILFNNMDDFSSPSITNEFG
APPSPANFIQPGKQPLLSMCPTIMVG
QDGQVRMVVGAAGGTQITTDTALAII
YNLWFGYDVKRAVEEPRLHNKLLP
NVTTVERNIDQAVTAALETRHHHTQ
IASTFIAVVQAIVRTAGGWAAASDSR
KGGEPAGY




