UniprotkB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane [region
AGNKX4 S22AV_HUMAN Homo Putative [22.903221 S293 NaN 38253038 MEQEARVLRAAGGFGRARRLLASAS |[None None None [None None None None None None
sapiens solute 'WVPCIVLGLVLSSEELLTAQPAPHCR

carrier PDPTLLPPALRALRGPALLDAAIPRL

family GPTRAPAEALGVLSPSYLAPLTRAPR

22 PSSWASCSGAAAGPTWNLVCGDGW

member KVPLEQVSHLLGWLLGCVILGAGCD

31 RFGRRAVFVASLVLTTGLGASEALAA

SFPTLLVLRLLHGGTLAGALLALYLA
RLELCDPPHRLAFSMGAGLFSVVGT
LLLPGLAALVQDWRLLQGLGALMSG
LLLLFWGFPALFPESPCWLLATGQV
ARARKILWRFAEASGVGPGDSSLEE
NSLATELTMLSARSPQPRYHSPLGL
LRTRVTWRNGLILGFSSLVGGGIRAS
FRRSLAPQVPTFYLPYFLEAGLEAAA
LVFLLLTADCCGRRPVLLLGTMVTG
LASLLLLAGAQYLPGWTVLFLSVLGL
LASRAVSALSSLFAAEVFPTVIRGAG
LGLVLGAGFLGQAAGPLDTLHGRQG
FFLQQVVFASLAVLALLCVLLLPESR
SRGLPQSLQDADRLRRSPLLRGRPR

QDHLPLLPPSNSYWAGHTPEQH




