PETLEPGQPVTVICVFNWAFKKCPA
PSFSWTGAALSPRRTRPSTSHFSVLS
FTPSPQDHDTDLTCHVDFSRKGVSA
QRTVRLRVASLELQGNVIYLEVQKG
QFLRLLCAADSQPPATLSWVLQDRV
LSSSHPWGPRTLGLELPGVKAGDSG
RYTCRAENRLGSQQRALDLSVQYPP
ENLRVMVSQANRTVLENLRNGTSL
RVLEGQSLRLVCVTHSSPPARLSWT
'WGEQTVGPSQPSDPGVLQLPRVQM
EHEGEFTCHARHPLGSQRVSLSFSV
HCKSGPMTGVVLVAVGEVAMKILLL
CLCLILLRVRSCRRKAARAALGMEA

ADAVTD

UniprotKB Entry name organism full oglcnacscore oglcnac o 0o ylatlon phyiips sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
IAGNMB1 SIG16_HUMAN [Homo Sialic [22.903221 S80 NaN 38253038 MLLLPLLLPVLGAGSLNKDPSYSLQV |[None None None |None None None None None None
sapiens [acid- QRQVPVPEGLCVIVSCNLSYPRDGW

binding DESTAAYGYWFKGRTSPKTGAPVAT

Ig-like NNQSREVAMSTRDRFQLTGDPGKG

lectin SCSLVIRDAQREDEAWYFFRVERGS

16 RVRHSFLSNAFFLKVTALTQKPDVYI




