}II;I iprotkB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular lextracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
sites sites reticulum apparatus membrane region
AGNNE9 MARHB_HUMAN [Homo E3 18.379595 NaN NaN 30379171 MSFEGGHGGSRCRGAESGDAEPPP |False False 0.656 [1.34 1.188 0.602 1.394 1.272 0.958
sapiens  [ubiquitin- QPPPPPPPTPPPGEPAPVPAAPRYLPP
protein LPASPETPERAAGPSEPLGEVAPRCR
ligase GADELPPPPLPLQPAGQEVAAAGDS
MARCHF11 GEGPRRLPEAAAAKGGPGESEAGAG

GERERRGAGDQPETRSVCSSRSSSS
GGGDQRAGHQHQHHQPICKICFQG
AEQGELLNPCRCDGSVRYTHQLCLL
KWISERGSWTCELCCYRYHVIAIKM
KQPCQWQSISITLVEKVQMIAVILGS
LFLIASVTWLLWSAFSPYAVWQRKDI
LFQICYGMYGFMDLVCIGLIVHEGA
AVYRVFKRWRAVNLHWDVLNYDKA
TDIEESSRGESSTSRTLWLPLTALRN
RNLVHPTQLTSPRFQCGYVLLHLFN
RMRPHEDLSEDNSSGEVVMRVTSV




