UniprotKB Entry name organism full oglcnacscore o'glcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion en(?oplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane [region
NaN NaN None

26.412228 NaN NaN 40044042 MSFTSNSKTLSVYGGAGGRGTRISS |NaN NaN NaN NaN NaN NaN
PAGFLNSSPRGFNLVDGLDLSADKK
ATMQNLNTRLASYLEKVRSLEKANT
ELEQKISDWYDSHDDVTFDHTNFQ
DTIQDLRNEFNTRSQDNAKLILEVD
NAKLAADDFKRKYENELAMRREIEA
DTGNLRKILDEFSLSRSDLELQIEAL
KEEFIVLKKDHKENITLTIETGGQVN
IVSVDAAPSMDLNQAIDEIRQHYETV
TQKNREELESWYESKMAPMQQEVS
NHNEELQDSRTELKDLTSTLQRLQI
ELQTHQSMKSNLDGQLEDTEARYG
NQLAGLQTTVSNLEDQLSQFHANIA
NNKEEYETLLDVKTRLEREIAEYRRL
LDGEKSENHSK

A7TE2G2 IA7E2G2_DANRE |Danio NaN
rerio




