UniprotKB Entry name organism [full name [oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion en('loplasmlc golgi [plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
A7E2S9 IA30BL_HUMAN |[Homo Putative [18.379595 NaN NaN 30379171 MERLSAAPVKGQTGPERPSPFSQLV [None None None [None None None None None None
sapiens ankyrin YTNNDSYVIHHGDLRKIHKAASRGQ

repeat AWKLERMMKKTTMDLNIRDAKKRT

domain- ALYWACANGHAEVVTLLVDRKCQL

containing DVLDGENRTILMKALQCQREACANI

protein LIDSGADPNIVDVYGNTAVHYAVNS

30B-like ENLSVVAKLLSCGADIEVKNKAGHT

PLLLAIRKRSEEIVEFLLTKNANANA
IVDKFKCVHQQLLEYKQKISKNSQNS
NPEGTSEGTPDEAAPLAERTPDTAE
SLVERTPDE




