UniprotKB Entry name organism full oglcnacscore °9 lcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em:loplasmlc golgi plasma extt"acellular
1D name sites sites reticulum apparatus membrane [region
IABKOR7 ZN839 HUMAN [Homo Zinc [26.75988 NaN NaN 29485866 MLLPTTIQPQTARKSQLPRGNSCLV [None None None [None None None None None None
sapiens [finger GLHIASPQLLRVQPLVRTEPQSCFLS
protein DLCQPPAQGFVQRPLPALQVVPAKR
839 VPAPKAPDEQGSMLTPLSASDPLAV

TSLSSSSAHPFISNLHTRHTEKLKKS
LKVKTRSGRVSRPPKYKAKDYKFIKT
EDLADGHLSDSDDYSELCVEEDEDQ
RERHALFDLSSCSLRPKSFKCQTCE
KSYIGKGGLARHFKLNPGHGQLDPE
MVLSEKASGSTLRGCTEERTLSLTSL
GLSMPADPCEGGARSCLVTESARGG
LQNGQSVDVEETLPSEPENGALLRS
ERYQGPRRRACSETLAESRTAVLQQ
RRAAQLPGGPAAAGEQRASPSKARL
KEFLQQCDREDLVELALPQLAQVVT
VYEFLLMKVEKDHLAKPFFPAIYKEF
EELHKMVKKMCQDYLSSSGLCSQE
TLEINNDKVAESLGITEFLRKKEIHP
DNLGPKHLSRDMDGEQLEGASSEK
REREAAEEGLASVKRPRREALSNDT
TESLAANSRGREKPRPLHALAAGFS
PPVNVTVSPRSEESHTTTVSGGNGS
VFQAGPQLQALANLEARRGSIGAAL
SSRDVSGLPVYAQSGEPRRLTQAQV
AAFPGENALEHSSDQDTWDSLRSPG
FCSPLSSGGGAESLPPGGPGHAEAG
HLGKVCDFHLNHQQPSPTSVLPTEV
AAPPLEKILSVDSVAVDCAYRTVPKP
GPQPGPHGSLLTEGCLRSLSGDLNR
FPCGMEVHSGQRELESVVAVGEAM
AFEISNGSHELLSQGQKQIFIQTSDG
LILSPPGTIVSQEEDIVTVTDAEGRAC
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