UniprotkB Entry name organism full name |oglcnacscore o'glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus [mitochndrion em?oplasmlc golgi plasma ext!:acellular
ID sites sites reticulum apparatus  membrane region
IABMT]3 GNAT3_HUMAN Homo Guanine [22.902154 T327;T329 NaN 38665916;29351928 MGSGISSESKESAKRSKELEKKLQE |False True 3.385 |1.799 |2.16 1.572 0.778 4.404 1.694
sapiens  [nucleotide- DAERDARTVKLLLLGAGESGKSTIVK

binding QMKITHKNGYSEQECMEFKAVIYSN

protein 'TLQSILAIVKAMTTLGIDYVNPRSAE

G(t) DQRQLYAMANTLEDGGMTPQLAEVI

subunit KRLWRDPGIQACFERASEYQLNDSA

alpha-3 AYYLNDLDRITASGYVPNEQDVLHS

RVKTTGIIETQFSFKDLHFRMFDVG
GQRSERKKWIHCFEGVTCIIFCAALS
AYDMVLVEDEEVNRMHESLHLFNS
ICNHKYFSTTSIVLFLNKKDIFQEKV
TKVHLSICFPEYTGPNTFEDAGNYIK
NQFLDLNLKKEDKEIYSHMTCATDT

QNVKFVFDAVTDIIIKENLKDCGLF




