UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
A8MVX0 |ARG33_HUMAN Homo Rho 27.105764 S503 NaN 39894887;38253038 MEKTKTKQGENEHMPVNNPSTQIY |False False 1.5 1.594 |False False False False False
sapiens guanine QLQALASELKTGFTEAMQELSRIQH
nucleotide GEYALEEKVKSCRCSMEEKVTEMK
exchange NSLNYFKEELSNAMSMIQAITSKQE
factor 33 EMQQKIEQLQQEKRRESRKVKAKKT

QKEEHSSQAGPAQAQGSPFRSINIPE
PVLPSEDFTNLLPSQAYEKAQESRSV
HVGDSNVKGMMGPGVNPTTPEAEE
NLKSCLSADIQSKGHLPSGMWRQP
KDGKEWGEEYVTKDHPDKLKEAGQ
GRHSSLENVLCETSLAAKRQTVALE
LLESERKYVINISLILKIKATFQGSDG
KRNSKERSLFPGSLRYLVQQHLDLL
HALQERVLKWPRQGVLGDLFLKLTN
DENNFLDYYVAYLRDLPECISLVHVV
IVLKEGDEEIKSDIYTLFFHIVQRIPEY
LIHLQNVLKFTEQEHPDYYLLLVCVQ
RLRVFISHYTLLFQCNEDLLIQKRKK
LKKSSMAKLYKGLASQCANAGQDAS
PTAGPEAVRDTGIHSEELLQPYPSAP
SSGPAITHLMPPVKKSQQQQSLMES
MQPGKPSDWELEGRKHERPESLLA
PTQFCAAEQDVKALAGPLQAIPEMD
FESSPAEPLGNVERSLRAPAELLPDA
RGFVPAAYEEFEYGGEIFALPAPYDE
EPFQAPALFENCSPASSESSLDICFL
RPVSFAMEAERPEHPLQPLPKSATS
PAGSSSAYKLEAAAQAHGKAKPLSR
SLKEFPRAPPADGVAPRLYSTRSSSG
GRAPIKAERAAQAHGPAAAAVAARG
ASRTFFPQQRSQSEKQTYLEVRREM
HLEDTTRFCPKEERESEQTSFSDQN
PRQDQKGGFRSSFRKLFKKKNGNA
TGEDFCGPWGWW




