UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular [extracellular cytosol nucleus mitochndrion en(.loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
A9QM73 SMG7_ARATH |Arabidopsis [Nonsense- [27.144759 NaN NaN 28154133 MMTLQMDKTTASSSWERAKSIYDEI |None None None |None None None None None None
thaliana mediated IAELANKRQKAGNPPDPNLLQLLREK

mRNA YEAIILESHTFSEQHNIEIPLWQLHY

decay KRIEYFRLHINRVLASSTSTAAQNVK

factor GPSKAEQIAQLKLQFRTFLSEATGFY

SMG7 HDMILKIRSKYGLPLGSFSEDQQSQ

NLSDKDGKELAEVQKALKSCHRCLI
YLGDLARYKGMYAEGDSRSRQYASA
SSYYLQAASLWPASGNPHHQLAIVA
SYSRDEFVTTYRYFRSLAVEYPFPTA
RDNLIVAFDKNRQSYEKLFVPSKDS
SKRLTGKGRGKGADISLKDATLVAGP
EKDKVTIANEMLKAFSIRFVHLNGIL
FTRTSLETFFDVLASTSSSLREVISLG
SAKELTLGIDTSDSALFIVRVVTMLIF
SVHNSKKETEGQSYAEIVQRVEPAR
NSLTASFELLGLVIEKCVQLGDPSSS
YFLPGVLVFVEWLACCPDIALGSDPD
DRQTAVRNSFWNQFVVFFNQVLSL
GPTFIDDVEDETCFSNMSLYDERET
ENRLALWEDYELRGFLPLLPAQTILN
FSRKHSFGTEGPKEKKARIKRIFAAG
KALTSVIKVDQNHVYFDSKKKKFLV
GVKPADDFLDSHSSPPKACNALQDN
QVMIDHNSPIMQLDQQIYMGEEDD
DDEVIVFKPLVTEKRKEASDQIYVPS
GGFRKSDQVTTMGDFKALSGSDVAF
HENQILQARGNASIQVPASVGANLL
GPLQPSTQSQAMHMQQVQTQVQVP
IASVGANLLGLLLTSTQSQAMHMOQQ
VQTQAVNPQPAQSLAASRLQPIQSQ
VAQPLPSRVVHFQQTQAQVSHVSPA
HSQSTSFGGGSKWSPEEAASLASSL
SGFAQLGNGHVMRNEMQGNHGVS
YYPAHSLPVHQSYNGNGMGGMPYS
QSRTPEAVFPPKIDPVLSSGVVADGL
GVQSSLAKKNPISRAFRHLGPPPGF
NSVPAKLQKEPAPGSELSGNNHLPV
DDYSWLDGYQAQSSRGVGLNSSLN
YATSGKPEHLGSTGNGLNGPANFPF
PGKQVPTSQVQADFPYFQNPQKDNF
IVDKNHQSTQLPEQYQGQSTWSSRH
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