UniprotKB Entry name organism full oglcnacscore oglcnac ‘p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane region
BOQZF8 BOQZF8 MOUSE Mus NaN (25.643919 NaN NaN 28135057 MLCLMQNHMVQAFANSGNAIKPVS [None None None |None None None None None None

musculus

FIRDLKKIARHFRFGNQEDAHEFLR
YTIDAMQKACLNGYAKLDRQTQATT
LVHQIFGGYLRSRVKCSVCKSVSDTY
DPYLDIALEIRQAANIVRALELFVKSD
VLSGENAYMCAKCKKKVPASKRFTI
HRTSNVLTLSLKRFANFSGGKITKD
IVGYPEFLNIRPYMSQSSGDPVMYGL
'YAVLVHSGYSCHAGHYYCYVKASNG
QWYQMNDSLVHSSNVKVVLNQQAY
VLFYLRIPGSKKSPEGPVSRVGATLP
SRPKVVPEHSKKSPGNGVVPSPLMA
KRQDSVMMRKLPAPEEVGVPVSRN
GSLPGLKLQNGCAPAKTPAGSPSPR
LTPTPTHMPTILDEPGKKVKKSAPLQ
SLTTSPTTSQGSPGTGESRSQRPGS
'WASRDTIFSTSPKLLARAITNGHRLK
GEGSGVDLEKGDSSSSSPEHSASSD
PAKAPQTAESRAAHACDSQGTNCPT
AGHPKALLNGVDAKMVKLKSPALSS
TTTEPTSLMSPPPAKKLALSAKKAST
LRRATGNDIGSPSPSAFCDLTSPMK
IATHPVVASTGPVSKTRTAAPAPRPST
HPHSASLSSSSAKPLGTSEPQSCRPS
AWTPLPQVNGHFTSHLHQLPEASEA
LHSPSKKRKKTPNGDPQRLGIDTLLP
QCLRGAPAAARRKRKKRCSEGEGAT
APKQEGQFQDQSWSSGSQKEEGTQ
PQVNGHQVSHILDSYHVSSRKRRKR
KRSEGLSQEATPSQDLIQHSCSPVD
HSEPEARTELQKKKKKKRRKRKPEP
QQDEESKHPGDQRSPRPSVTPVPAL
SVNGHLPSDCLGLGQAPLVTWNRD
QEPDVVQALLQDSSDKAYGKKVLTW
DGEPSAISQDAIKDSRLARTQTVVDD
'WDEEFDRGK




