UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion ent?oplasmlc golgi plasma extt:acellular
1D name sites sites reticulum apparatus membrane [region
B1AQX6 B1AQX6 _MOUSE Mus NaN [29.185005 NaN NaN 22645316 MQPWQCLRRFALAWWERTAEGRA [None None None |None None None None None None

musculus

RSPREEVGPRDPGGRGEPDPERSSP
PMLSADDAEYPREYRTLGGGGGGGS
GGRRFSNVGLVHTSERRHTVIAAQS
LEALSGLQKADADRKRDAFMDHLK
SKYPQHALALRGQQDRMREQQPNY
'WSFKTRSSRHTQGAQPGLADQAAKL
SYASAESLETMSEAELPLGFSRMNR
FRQSLPLSRSASQTKLRSPGVLFLQF
GEETRRVHITHEVSSLDTLHALIAH
MFPQKLTMGMLKSPNTAILIKDEAR
NVFYELEDVRDIQDRSIIKIYRKEPLY
AAFPGSHLTNGDLRREMVYASRESS
PTRRLNNLSPASHLASSSPPPGLPSG
LPSGLPSGSPSRSRLSYAGGRPPSYA
GSPVHHAAERLGGAPTGQGVSPSPS
IAILERRDVKPDEDLAGKAGGMVLVK
GEGLYADPYGLLHEGRLSLAAAAGD
PFAYPGAGGLYKRGSVRSLSTYSAAA
LQSDLEDSLYKAGAGGPLYGDGYGF
RLPPSSPQKLADVSAPSGGPPPPHSP
'YSGPPSRGSPVRQSFRKDSGSSSVFA
ESPGGKARSTGSASTAGAPPSELFPG
PGERSLVGFGPPVPAKDTETRERME
AMEKQIASLTGLVQSALLRGSEPETP
SEKVEGSNGAATPSAPVCGSGSKSS
GATPVSGPPPPSASSTPAGQPTAVSR
LQMQLHLRGLQNSASDLRGQLQQL
RKLQLQNQESVRALLKRTEAELSMR
VSEAARRQEDPLQRQRTLVEEERLR
YLNDEELITQQLNDLEKSVEKIQRDV
AHNHRLVPGPELEEKALVLKQLGET
LTELKAHFPGLQSKMRVVLRVEVEA
VKFLKEEPQRLDGLLKRCRGVTDTL
AQIRRQVDEGMWPPPNNLLNQSPK
KVAAETDFSKGLDFEIPPPSPPLNLH
ELSGPAEGTPLTPKSTNPTKGLDASS
KRNTDKAVSVEAAERDWEEKRAALT
QYSAKDINRLLEETQAELLKAIPDLD
CASKTHPGPAPTPDHKPPKAPHGQK
AAPRTEPSGRRGSDELTVPRYRTEKP
SKSPPPPPPRRSFPSSHGLTTTRTGE
'VVVTSKKDSVFIKKAESEELEVQKPQ
VKLRRAVSEVVRPASTPPIMASAIKD
EDDEERIIAELESGGSSVPPMKVVTP
GASRLKAAQGPAGSPDKGKHGKQRT
EYMRIQAQQQ




