UniprotKB Entry name organism full oglcnacscore qglcnac p'h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi extl"acellular

ID name sites sites reticulum apparatus membrane region

B1ASA5 B1ASA5 MOUSE Mus NaN [40.512571 NaN NaN 40997131;34678516 MSRSSPSGKGPSRMAEPRFNNPYF  |False False 1.594 [2.906 |[False False False False 0.747
musculus 'WPPPPTMPSQLDNLVLINKIKEQLM

AEKIRPPHLPPTSASSQQPLLVPPAP
AESSQAVMSLPKLQQVPGLHPQSVP
QPDVALHARPATSTVTGLGLSSRTPA
VSTSESTPGTGTGTSTPSTPTTTSQS
RLIASSPTLISGITSPPLLDSIKTIQGH
GLLGPPKSERGRKKIKAENPGGPPVL
IVVPYPILASGETAKEGKTYRCKVCPL
TFFTKSEMQIHSKSHTEAKPHKCPH
CSKSFANASYLAQHLRIHLGVKPYH
CSYCDKSFRQLSHLQQHTRIHTGDR
PYKCPHPGCEKAFTQLSNLQSHQRQ
HNKDKPYKCPNCYRAYSDSASLQIH
LSAHAIKHAKAYCCSMCGRAYTSET
YLMKHMSKHTVVEHLVSHHSPQRT
ESPGIPVRISLI




