
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

B1AZI6 THOC2_MOUSE Mus
musculus

THO
complex
subunit
2

27.796441 NaN S1222;T1385;S1390;S1393;S1417;S
1450;S1486;S1516

39627609;34887587 MAAAAVVVPAEWIKNWEKSGRGEF
LHLCRILSENKSHDSSTYRDFQQAL
YELSYHVIKGNLKHEQASSVLNDISE
FREDMPSILADVFCILDIETNCLEEK
SKRDYFTQLVLACLYLVSDTVLKERL
DPETLESLGLIKQSQQFNQKSVKIKT
KLFYKQQKFNLLREENEGYAKLIAEL
GQDLSGNITSDLILENIKSLIGCFNL
DPNRVLDVILEVFECRPEHDDFFISL
LESYMSMCEPQTLCHILGFKFKFYQ
EPSGETPSSLYRVAAVLLQFNLIDLD
DLYVHLLPADNCIMDEYKREIVEAK
QIVRKLTMVVLSSEKLDERDKEKDK
DDEKVEKPPDNQKLGLLEALLKVGD
WQHAQNIMDQMPPYYAASHKLIAL
AICKLIHITVEPLYRRVGVPKGAKGSP
VSALQNKRAPKQVESFEDLRRDVFN
MFCYLGPHLSHDPILFAKVVRIGKSF
MKEFQSDGSKQEDKEKTEVILSCLL
SITDQVLLPSLSLMDCNACMSEELW
GMFKTFPYQHRYRLYGQWKNETYN
GHPLLVKVKAQTIDRAKYIMKRLTKE
NVKPSGRQIGKLSHSNPTILFDYILS
QIQKYDNLITPVVDSLKYLTSLNYDV
LAYCIIEALANPEKERMKHDDTTISS
WLQSLASFCGAVFRKYPIDLAGLLQY
VANQLKAGKSFDLLILKEVVQKMAG
IEITEEMTMEQLEAMTGGEQLKAEG
GYFGQIRNTKKSSQRLKDALLDHDL
ALPLCLLMAQQRNGVIFQEGGEKHL
KLVGKLYDQCHDTLVQFGGFLASNL
STEDYIKRVPSIDVLCNEFHTPHDAA
FFLSRPMYAHHISSKYDELKKSEKG
SKQQHKVHKYITSCEMVMAPVHEA
VVSLHVSKVWDDISPQFYATFWSLT
MYDLAVPHTSYEREVNKLKVQMKAI
DDNQEMPPNKKKKEKERCTALQDK
LLEEEKKQMEHVQRVLQRLKLEKD
NWLLAKSTKNETITKFLQLCIFPRCI
FSAIDAVYCARFVELVHQQKTPNFST
LLCYDRVFSDIIYTVASCTENEASRY
GRFLCCMLETVTRWHSDRATYEKE
CGNYPGFLTILRATGFDGGNKADQL
DYENFRHVVHKWHYKLTKASVHCL
ETGEYTHIRNILIVLTKILPWYPKVLN
LGQALERRVNKICQEEKEKRPDLYA
LAMGYSGQLKSRKSHMIPENEFHH
KDPPPRNAVASVQNGPGGGTSSSSI
GNASKSDESGAEETDKSRERSQCGT
KAVNKASSTTPKGNSSNGNSGSNS
NKAVKENDKEKVKEKEKEKKEKTPA
TTPEARALGKDSKEKPKEERPNKED
KARETKERTPKSDKEKEKFKKEEKA
KDEKFKTTVPIVESKSTQEREREKEP
SRERDVAKEMKSKENVKGGEKTPVS
GSLKSPVPRSDISEPDREQKRRKIDS
HPSPSHSSTVKDSLIDLKDSSAKLYI
NHNPPPLSKSKEREMDKKDLDKSR
ERSREREKKDEKDRKERKRDHSNN
DREVPPDITKRRKEENGTMGVSKHK
SESPCESQYPNEKDKEKNKSKSSGK
EKSSSDSFKSEKMDKISSGGKKESR
HDKEKIEKKEKRDSSGGKEEKKHHK
SSDKHR

True False 2.22 5.0 1.049 0.651 False 0.778 0.815


