
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

0

B1AZP2 DLGP4_MOUSE Mus
musculus

Disks
large-
associated
protein	4

51.309547 T259;T264;T275;T547 S206;S207;S377;S380;S384;S388;S
405;S415;S421;S580;S581;S609;S6
11;S665;S744;T915;S973

22517741;33300544;40885482;226
45316

MKGLGDSRPRHLSDSLDPPHEPLFA
GPDRNPYLLSPTEAFAREARFPGQN
TLPGDGLFPLNNQLPPPSSTFPRIHY
NSHFEVPEESPFPSHAQATKINRLPA
NLLDQFEKQLPIHRDGFSTLQFPRG
EAKARGESPGRIRHLVHSVQRLFFT
KAPSMEGTAGKVGGNGSKKGGLED
GKGRRAKSKERAKAGEPKRRSRSNI
SGWWSSDDNLDGEGGAFRSGPASG
LMTLGRQQERTQPRYFMHAYNTISG
HMLKTTKNTTTELTAPPPPPAPPATC
PSLGVGTDTNYVKRGSWSTLTLSHA
HEVCQKTSATLDKSLLKSKSCHQGL
AYHYLQVPGGGGEWSTTLLSPRDM
DSTAEGPIPCRRMRSGSYIKAMGDE
DSDESGGGSPKPSPKTAARRQSYLR
ATQQSLGEQSNPRRSLDRLDSVDML
LPSKCPSWEDDYNPISDSLNDSSCIS
QVFGQASLIPQLFGHDQQVREADLS
DQYEAACESACSEAESTTAEALDLPL
PSYFRSRSHSYLRAIQAGCSQEEDSV
SLQSLSPPPSTGSLSNSRTLPSSSCL
VAYKKTPPPVPPRTTSKPFISVTVQSS
TESAQDTYLDSQDHKSEVTSQSGLS
NSSDSLDSSTRPPSVTRGGITPGPEA
PEPPPKHAALKSEQGTLTSSESHSEA
IPKRKLSSIGIQVDCIQPVPKEEPSPA
TKFQSIGIQVEDDWRSSAPSHSMSS
RRDTDSDTQDANDSSCKSSERSLPD
CTSHPNSISIDAGPRQAPKIAQIKRN
LSYGDNSDPALEASSLPPPDPWLET
SSSSPAEPAQPGACRRDGYWFLKLL
QAETERLEGWCCQMDKETKENNLS
EEVLGKVLSAVGSAQLLMSQKFQQF
RGLCEQNLNPDANPRPTAQDLAGF
WDLLQLSIEDISMKFDELYHLKANS
WQLVETPEKRKEEKKPPPPVPKKPA
KSKAAVSRDKASDAGDKQRQEARKR
LLAAKRAASVRQNSATESADSIEIYV
PEAQTRL

False False 2.44 3.088 1.143 0.659


