UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extr:acellular

ID name sites sites reticulum apparatus membrane [region

B1B0C7 B1B0OC7_MOUSE Mus NaN [22.380232 NaN NaN 37507081 MGQRAVGSLLLGLLLHARLLAVTHG |None None None |None None None None None None
musculus LRAYDGLSLPEDTETVTASRYGWTYS

YLSDDEDLLADDASGDGLGSGDVGS
GDFQMVYFRALVNFTRSIEYSPQLE
DASAKEFREVSEAVVEKLEPEYRKIP
GDQIVSVVFIKELDGWVFVELDVGS
EGNADGSQIQEVLHTVVSSGSIGPYV
TSPWGFKFRRLGTVPQFPRVCTETE
FACHSYNECVALEYRCDRRPDCRD
MSDELNCEEPVPELSSSTPAVGKVS
PLPLWPEAATTPPPPVTHGPQFLLPS
IVPGPSACGPQEASCHSGHCIPRDYL
CDGQEDCRDGSDELGCASPPPCEPN
EFACENGHCALKLWRCDGDFDCED
RTDEANCSVKQPGEVCGPTHFQCVS
TNRCIPASFHCDEESDCPDRSDEFG
CMPPQVVTPPQQSIQASRGQTVTFT
CVATGVPTPIINWRLNWGHIPAHPR
VITMTSEGGRGTLIIRDVKEADQGAYT
CEAMNSRGMVFGIPDGVLELVPQR
GPCPDGHFYLEDSASCLPCFCFGVT
NVCQSSLRFRDQIRLSFDQPNDFKG
VNVTMPSQPGVPPLSSTQLQIDPAL
QEFQLVDLSRRFLVHDAFWALPKQF
LGNKVDSYGGFLRYKVRYELARGML
EPVQKPDVILVGAGYRLHSRGHTPT
HPGTLNQRQVQLSEEHWVHESGRP
IVQRAEMLQALASLEAVLLQTVYNTK
MASVGLSDIVMDTTVTHTTIHGRAH
SVEECRCPIGYSGLSCESCDAHFTRV
PGGPYLGTCSGCNCNGHASSCDPVY
GHCLNCQHNTEGPQCDKCKPGFFG
DATKATATACRPCPCPYIDASRRFSD
TCFLDTDGQATCDACAPGYTGRRCE
SCAPGYEGNPIQPGGKCRPTTQEIVR
CDERGSLGTSGETCRCKNNVVGRLC
NECSDGSFHLSKQNPDGCLKCFCM
GVSRQCSSSSWSRAQVLGASEQPSQ
FSLSNAAGTHTTSEGVSSPAPGELSF
SSFHNLLSEPYFWSLPASFRGDKVT
SYGGELRFTVTQRPRPSSAPLHRQPL
IVVLQGNNIVLEHHASRDPSPGQPSN
FIVPFQEQAWQRPDGQPATREHLLM
IALAGIDALLIQASYTQQPAESRVSGIS
MDVAVPENTGQDSAREVEQCTCPP
GYRGPSCQDCDTGYTRVPSGLYLGT
CERCNCHGHSETCEPETGACQSCQ
HHTEGASCEQCQPGYYGDAQRGTP
QDCQPCPCYGAPAAGQAAHTCFLDT
DGHPTCDSCSPGHSGRHCERCAPG
YYGNPSQGQPCHRDGQVPEVLGCG
CDPHGSISSQCDAAGQCQCKAQVEG
RTCSHCRPHHFHLSASNPEGCLPCF
CMGVTQQCASSSYSRQLISTHFAPG
DFQGFALVNPQRNSQLTGGFTVEPV
HDGARLSFSNFAHLGQESFYWQLP
EIYQGDKVAAYGGKLRYTLSYTAGPQ
GSPLLDPDIQITGNNIMLVASQPALQ
GPERRSYEIIFREEFWRRPDGQPATR
EHLLMALADLDELLVRATFSSVPRA
IASISAVSLEVAQPGPSSGPRALEVEE
CRCPPGYVGLSCQDCAPGYTRTGSG
LYLGQCELCECNGHSDLCHPETGAC
SRCQHNTAGEFCELCATGYYGDATA
GTPEDCQPCACPLTNPENMFSRTCE
SLGAGGYRCTACEPGYTGQYCEQCA
PGYEGDPNVQGGRCQPLTKESLEVQ
IHPSRSVVPQGGPHSLRCQVSGSPP
HYFYWSREDGRPLPSSAQQRHQGS
ELHFPSVQPSDAGVYICTCRNLIHTS
NSRAELLVAEAPSKPITVTVEEQRSQ
SVRPGADVTFICTAKSKSPAYTLVWT
RLHNGKLPSRAMDFNGILTIRNVQP

SDAGTYVCTGSNMFAMDQGTATLH




IVQVSGTSTAPVASIHPPQLTVQPGQQ
IAEFRCSATGNPTPMLEWIGGPSGQL
PAKAQIHNGILRLPAIEPSDQGQYLC
RALSSAGQHVARAMLQVHGGSGPR
VQVSPERTQVHEGRTVRLYCRAAGV
PSASITWRKEGGSLPPQARSENTDIP
TLLIPAITAADAGFYLCVATSPTGTAQ
IARIQVVVLSVPVRIESSSPSVTEGQTL
DLNCAVMGLTYTQVTWYKRGGSLPP
HAQVHGSRLRLPQVSPADSGDYVCR
VESDVGPKEASIVVSVLHSPHSGPSY
TPATSITPPIRIESSSSHVAEGQTLDL
NCVVPGQAQVTWRKRGGSLPARHQ
THGSLLRLHQVSPADSGEYVCHVVL
GSEHTETSVLVTIEPAESIPAPGPAPP
IVRIEASSSTVTEGHMLDLNCVVAGQ
AHAQVTWYKRGGSLPARHQVRGSR
LYILQASPADAGEYVCRAGNGQEATI
TVIVTRNHGANLAYPPGSTSPIRIES
SSSHVAEGQTLDLNCVVQGQAHAQ
VTWHKRGGSLPARHQTHGSLLRLH
QVSPVDSGEYVCRVEGGAVPLESSV
LVTIEPAGTAPGVIPPVRIESSSSHVS
EGQSLDLNCLVSGQTHPQISWHKR
GGSLPARHQVHGSRLRLLQVTPTDS
GEYVCRVVSGSGTQEASILVTIQQTL
SPSHSQSVVHPVRIESSSPSLANGHT
LDLNCLVASLTPHTITWYKRGGSLPS
RHQIVGSRLRIPQVTPADSGEYVCHV
SNGAGSQETSLIVTIESRGPSHVPSV
SPPMRIETSSPTVTEGQTLDLNCVVV
GRPQATITWYKRGGSLPFRHQAHGS
RLRLHHMSVADSGEYVCRANNNID
IAQETSIMISVSPSTNSPPAPASPAPIR
IESSSSRVAEGQTLDLNCVVPGHAH
IAQVTWHKRGGSLPTHHQTHGSRLR
LYQVSSADSGEYVCSVLSSSGPLEAS
VLVSITPAAANVHIPGVVPPIRIETSS
SRVAEGQTLDLSCVVPGQAHAQVT
WHKRGGSLPAGHQVHGHMLRLNR
VSPADSGEYSCQVTGSSGTLEASVLV
TIEASEPSPIPAPGLAQPVYIESSSSH
LTEGQTVDLKCVVPGQAHAQVTWH
KRGSSLPARHQTHGSLLRLYQLSPA
DSGEYVCQVAGSSHPEHEASFKLTV
PSSQNSSFRLRSPVISIEPPSSTVQQ
GQDASFKCLIHEGATPIKVEWKIRDQ
ELEDNVHISPNGSIITIVGTRPSNHG
IAYRCVASNVYGMAQSVVNLSVHGPP
TVSVLPEGPVHVKMGKDITLECISSG
EPRSSPRWTRLGIPVKLEPRMFGLM
NSHAMLKIASVKPSDAGTYVCQAQN
IALGTAQKQVELIVDTGTVAPGAPQV
QVEESELTLEAGHTATLHCSATGNP
PPTIHWSKLRAPLPWQHRIEGNTLVI
PRVAQQDSGQYICNATNSAGHTEAT
VVLHVESPPYATIIPEHTSAQPGNLV
QLQCLAHGTPPLTYQWSLVGGVLPE
KAVARNQVLRLEPTVPEDSGRYRCQ
IVSNRVGSAEAFAQVLVQGSSSNLPD
TSIPGGSTPTVQVTPQLETRNIGASV
EFHCAVPNERGTHLRWLKEGGQLP
PGHSVQDGVLRIQNLDQSCQGTYVC
QAHGPWGQAQATAQLIVQALPSVLI
NVRTSVHSVVVGHSVEFECLALGDP
KPQVTWSKVGGHLRPGIVQSGSIIRI
IAHVELADAGQYRCAATNAAGTTQSH
VLLLVQALPQISTPPEIRVPAGSAAVF
PCMASGYPTPAITWSKVDGDLPPDS
RLENNMLMLPSVRPEDAGTYVCTAT
NRQGKVKAFAYLQVPERVIPYFTQTP
YSFLPLPTIKDAYRKFEIKITFRPDSA
DGMLLYNGQKRSPTNLANRQPDFIS
FGLVGGRPEFRFDAGSGMATIRHPT
PLALGQFHTVTLLRSLTQGSLIVGNL
IAPVNGTSQGKFQGLDLNEELYLGGY
PDYGAIPKAGLSSGFVGCVRELRIQG




EEVVFHDVNLTTHGISHCPTCQDRP
CQNGGQCQDSESSSYTCVCPAGFTG
SRCEHSQALHCHPEACGPDATCVN
RPDGRGYTCRCHLGRSGVRCEEGVT
VITPSMSGAGSYLALPALTNMHHEL
RLDVEFKPLEPNGILLFSGGKSGPVE
DFVSLAMVGGHLEFRYELGSGLAVL
RSHEPLTLGRWHRVSAERLNKDGS
LRVDGGRPVLRSSPGKSQGLNLHTL
LYLGGVEPSVQLSPATNMSAHFHGC
'VGEVSVNGKRLDLTYSFLGSQGVGQ
CYDSSPCERQPCQNGATCMPAGEY
EFQCLCQDGFKGDLCEHEENPCQL
HEPCLNGGTCRGARCLCLPGFSGPR
CQQGAGYGVVESDWHPEGSGGNDA
PGQYGAYFYDNGFLGLPGNSFSRSL
PEVPETIEFEVRTSTADGLLLWQGVV
REASRSKDFISLGLQDGHLVFSYQL
GSGEARLVSEDPINDGEWHRITALR
EGQRGSIQVDGEDLVTGRSPGPNVA
IVNTKDITYIGGAPDVATLTRGKFSSGI
TGCIKNLVLHTARPGAPPPQPLDLQ
HRAQAGANTRPCPS




