UniprotKB

Entry

oglcnac

phosphorylation

endoplasmic |golgi

extracellular

organism (full name oglcnacscore | . PMIDS |[sequence intracellular extracellular [cytosol |nucleus mitochndrion N - .
ID name sites sites reticulum apparatus membrane region
B1H234 FLRT3 RAT |Rattus Leucine-rich 23.439218 NaN NaN 38843836 MISPAWSLFLIGTKIGLFFQVAPLSV [False True 2.387 (1.283 |0.616 3.253 False 5.0 4.389
norvegicus [repeat MAKSCPSVCRCDAGFIYCNDRSLTSI
transmembrane PVGIPEDATTLYLQNNQINNVGIPSD

iprotein FLRT3

LKNLLKVQRIYLYHNSLDEFPTNLPK
YVKELHLQENNIRTITYDSLSKIPYLE
ELHLDDNSVSAVSIEEGAFRDSNYL
RLLFLSRNHLSTIPGGLPRTIEELRL
DDNRISTISSPSLHGLTSLKRLVLDG
NLLNNHGLGDKVFFNLVNLTELSLV
RNSLTAAPVNLPGTSLRKLYLQDNH
INRVPPNAFSYLRQLYRLDMSNNNL
SNLPQGIFDDLDNITQLILRNNPWY
CGCKMKWVRDWLQSLPVKVNVRGL
MCQAPEKVRGMAIKDLSAELFDCKD
SGIVSTVQITTAIPNTAYPAQGQWPA
PVTKQPDIKNPKLTKDQRTTGSPSRK
TILITVKSVTPDTIHISWRLALPMTAL
RLSWLKLGHSPAFGSITETIVITGERS
EYLVTALEPESPYRVCMVPMETSNL
YLFDETPVCIETQTAPLRMYNPTTTL
NREQEKEPYKNPNLPLAAIIGGAVAL
VSIALLALVCWYVHRNGSLFSRNCA
'YSKGRRRKDDYAEAGTKKDNSILEIR
ETSFQMLPISNEPISKEEFVIHTIFPP
NGMNLYKNNLSESSSNRSYRDSGIP
DLDHSHS




