UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence extracellular |cytosol nucleus mitochndrion em%OplasmlC golgi plasma extr‘acellular
ID name sites sites reticulum apparatus membrane [region
B1WC18 B1WC18 RAT Rattus NaN |23.439218 NaN NaN 38843836 MARPLRAAGLPPPLLLLLAAGVSLGA False False |False False False False 1.505 1.547

norvegicus
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