
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

B2CZB8 B2CZB8_DANRE Danio
rerio

Calcium-
transporting
ATPase

26.412228 NaN NaN 40044042 MTNSDFYTKNQRNDSNHEGGFGCS
LMELRSLMELRGTEAVVKIQEDYGG
TEGLCQRLKTSPTEGLAGLATDLDK
RKEVFGRNLIPPKKPKTFLQLVWEA
LQDVTLIILEIAALISLGLSFYQPPGE
GNTDACGDAKAGAEDEGESEAGWI
EGAAILLSVVCVVLVTAFNDWSKEK
QFRGLQSRIEQEQKFQVVRGGQVIQ
LPVADILVGDIAQIKYGDLLPADGVLI
QGNDLKIDESSLTGESDHVRKAADK
DPMLLSGTHVMEGSGRMVVTAVGV
NSQSGIIFTLLGAGGEEEEKKEKKGQ
ALEDGHPLPDCSHPSSHPIATIATDG
AASANTPANTSLVNGKMQDGNME
NNQTKVKKQDGAAAMEMQPLKSAE
GGETEEKEKKKTSVSKKEKSVLQGK
LTKLAVQIGKAGLVMSAITVIILVLYF
AIDTFVRQKRPWLTECTPIYIQYFVKF
FIIGVTVLVVAVPEGLPLAVTISLAYS
VKKMMKDNNLVRHLDACETMGNA
TAICSDKTGTLTTNRMTAVQVYVAD
VHYKTIPEPTSLPSKTLDILVNAISLN
SAYTTKILPADKEGGLPKQVGNKTEC
GFLGLVLDVKRDYQTIRNQIPEEKLY
KVYTFNSVRKSMSTVIKLPDGSFRM
YSKGASEIILKKCSRILSEVGEPRVFR
PRDRDEMVKKVIEPMACDGLRTICV
GYRDFPKDPEPNWEDENNILTDLTA
ICVVGIEDPVRPEVPDAIQKCQRAGIT
VRMVTGDNINTARAIAIKCGIIHPGE
DFLCIDGKEFNRRIRNEKGEVEQERI
DKVWPKLRVLARSSPTDKHTLVKGII
DSTLVDQRQVVAVTGDGTNDGPALK
KADVGFAMGIAGTDVAKEASDIILTD
DNFSSIVKAVMWGRNVYDSISKFLQ
FQLTVNVVAVIVAFTGACITQDSPLK
AVQMLWVNLIMDTFASLALATEPPT
ESLLMRKPYGRNKPLISSTMTKNILG
HGVYQLVIIFSLLFVGEQIFDIDSGRN
APLHSPPSEHYTIIFNTFVMMQLFN
EINARKIHGERNVFDGIFRNPIFCSIV
VGTFAIQIVIVQFGGKPFSCSPLDLEK
WMWCVFLGMGELVWGQVISTIPNS
KLRFLRGAGQLTQKDEMPEEEMNE
DQEEIDHAERELRRGQILWFRGLNR
IQTQIRVVNAFRSSLYEGLEKPESRT
SIHNFMTHPEFRIEDSTPHIPLIDDT
DIDDEAARKNSSQPASPNKNNNAID
SGINLTTDTSKSAASSSPGSPLHSLE
TSL

NaN NaN NaN NaN NaN NaN NaN NaN None


