UniprotKB Entry name organism full oglcnacscore o.glcnac p'h osphorylation PMIDS [sequence intracellular extracellular cytosol \nucleus mitochndrion em!oplasmlc golgi [plasma extl:acellular
ID name sites sites reticulum |apparatus membrane region
B2RQ57 B2RQ57_MOUSE Mus Tyrosine-|29.185005 NaN NaN 22645316 MGQQVGRVGEAPGLQQPQPRGIRG [None None None |None None None None None None
musculus [protein SSAARPSGRRRDPAGRTADAGFNVF
kinase TQHDHFASCVEDGFEGDKTGGSSP

EVLHRPFGCDAESQALNEAIRWSSK
ENLLGATESDPNLFVALYDFVASGD
NTLSITKGEKLRVLGYNQNGEWSEV
RSKNGQGWVPSNYITPVNSLEKHS
WYHGPVSRSAAEYLLSSLINGSFLVR
ESESSPGQLSISLRYEGRVYHYRINT
TTDSKVYVTAESRFSTLAELVHHHST
\VADGLVTTLHYPAPKCNKPTVYGVS
PIHDKWEMERTDITMKHKLGGGQY
GEVYVGVWKKYSLTVAVKTLKEDTM
EVEEFLKEAAVMKEIKHPNLVQLLG
VCTLEPPFYIVTEYMPYGNLLDYLRE
CSREEVTAVVLLYMATQISSAMEYLE
KKNFIHRDLAARNCLVGENHVVKVA
DFGLSRLMTGDTYTAHAGAKFPIKW
TAPESLAYNTFSIKSDVWAFGVLLW
EIATYGMSPYPGIDLSQVYDLLEKGY
RMEQPEGCPPKVYELMRACWKWSP
IADRPSFAETHQAFETMFHDSSISEE
VAEELGRTASSSSVVPYLPRLPLLPS
KTRTLRKQGENKENLDGGLDAAESL
IASSSAPAGFIRSTQASSGSPALPRKQ
RDKSPSSLLEDAKETCFTRDRKGGF
FSSFMKKRNAPTPPKRSSSFREMEN
QPHKKYELTGLPEQDRMAMTLPRN
CQRSKLQLERTVSTSSQPEENVDRA
NDMLPKKSEEGAAPARERPKAKLLP
RGATALPLRAPDPAITESDSPGVGVA
GVAAAPKGKERNGGTRLGVAGVPED
GEQLGWSSPAKAVAVLPTTHNHKVP
VLISPTLKHTPADVQLIGTDSQGNKF
KLLSEHQVTSSGDKDRPRRVKPKCA
PPPPPVMRLLQHPSTCSDPEEEPTA
PPAGQHTPETQEGGKKAAPGPMPSS
GKPGRPVMPPPQVPLPTSSISPAKM
IANGTAGTKVALRKTKQAAEKISADKI
SKEALLECADLLSSAITEPVPNSQLV
DTGHQLLDYCSGYVDSIPQTRNKFA
FREAVSKLELSLQELQVSSTAAGVPG
TNPVLNNLLSCVQEISDVVQR




