}J];1 iprotKB Entry name organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en@oplasmlc golgi [plasma extl"acellular
sites sites reticulum apparatus membrane [region
B2RX88 CSPP1_MOUSE [Mus Centrosome [25.775171 NaN S405;5850;5869;S915 34678516 MADSLDEFIEEQKAKLAKDKAELES [None None None [None None None None None None
musculus [and spindle DPPYMEMKGKASEKLSENSKILISM
pole AKENIPPSSQQQPKGPLGIEYGLSLP
associated LGEDYEQKKHKLKEELRQDYRRYLT
protein 1 QGITQAKRKKNFLSTGETDPSTLGVS

LPIDERLSAKERLKLERNREYNQFLR
GKAESTEKVRQVEKNIEPKSQRNKN
PISQGKSDLPLQIQTAYTHSEGPWLS
RQEEGLYRQLDGEIELRSRRPLKQT
KEEVGISGAEHPSLSGSAGVPERRAR
RANGERVLDRQHCRADRDPGVSED
MDERFRFESDFDRRLLRVYTNGRP
HGSRRGYVDGDDVPEEPNTQISAAE
NKSVHCNGPPRSADLDITSPFAGML
FGGEDRELTKRRKEKYRQELLEQIA
EQQKKKRREKDLAFGITTSGVQDPE
KSPDRLKQFSLTPRHFEEMPPERPR
VAFQTPPPPFSAPSSPSVPPVHSAPS
HNEDLHSGLGSTLGELAHPRVLPVP
LNPPPPPLLAPPASNYRTPYDDAYYF
YGARNTLDPNIVYYGSGMIGGQPAP
HVSAPVTHQVAPPAVNTVGQNEQK
VLSDGLRNSGLVFEDKPKPSTQSLQ
SYQEALQEQIREREARRKKERLEKE
EYEAKLEAEMRIYNPWGKGGGGAPL
RDAKGNLITDLNRMHRQNIDAYHN
PDARTYEDKRAVVSIDQNLATSNAE
NLEDSANKNSGPLQTQSSPFARGNT
FGEPLSELQIKQQELYKNFLRFQIEE
KRQREEAEREKLRVAEEKEEKRLAE
QRARIQQEYEEEQERRREKEEEQRL
KNEELIRLAEERRKEAERKKKEEEE
KHNLQLQHYYERENIIGDETKHLRQ
PSPVVPALQNKIASKLQRPPSVDTIIS
SFIHESSMSRAQSPPVPARKNQLRA
EEEKKNVIMELSEMRKQLRSEERRL
QGRLLHLDSDDEIPMRKRERNPMDI
FDMARHRVQAPVRRPSPKGLDATTF
QNIHDFNELRERDSDTRVDLRLMYP
DPPRDHHTLEIQQQALLREQQKRLN
RIKMRRDAGADLDTICTDNAQGRR
MPRDDTNDFLKNSLLESDSAFIGAY
GETYPVIEDNAFPPPSQLPSARERRR
NKLKGLDFDSSRLHTPQDGLSLKSIS
SVNVDQVRMRNEDRMRRLTEQQK
KPTNTDDEGSLVDPDDIMRHLSDDG
RNSAATEPWLRPGTSESLKRFMAEH
LNEEQHKGPGKPGTFTWQGLSAAH
A




