UniprotKB Entry name organism full oglcnacscore o‘glcnac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus jmitochndrion em!oplasmlc golgi [plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
B4DS77 SHSA9 HUMAN [Homo Protein |28.275761 NaN NaN 39894887 MRRVLRLLLGCFLTELCARVCRAQE |False False 1.427 [1.48 1.739 0.965 0.884 4.377 1.033

sapiens  [shisa-9 RAGHGQLAQLGGVLLLAGGNRSGA

ASGEASEGAEASDAPPTRAPTPDFC
RGYFDVMGQWDPPFNCSSGDFIFC
CGTCGFRFCCTFKKRRLNQSTCTNY
DTPLWLNTGKPPARKDDPLHDPTKD
KTNLIVYIICGVVAVMVLVGIFTKLGL
EKAHRPQREHMSRALADVMRPQGH
CNTDHMERDLNIVVHVQHYENMDT
RTPINNLHATQMNNAVPTSPLLQQ
MGHPHSYPNLGQISNPYEQQPPGKE
LNKYASLKAVGSSDGDWAVSTLKSP
KADKVNDDFYTKRRHLAELAAKGNL
PLHPVRVEDEPRAFSPEHGPAKQNG
QKSRTNKMPPHPLAYTSTTNFKGW
DPNEQSLRRQAYSNKGKLGTAETGS
SDPLGTRPQHYPPPQPYFITNSKTEV
TV




