UniprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion em!oplasmlc golgi [plasma extl"acellular
ID sites sites reticulum )apparatus membrane [region
B4DYI2 S31C2_HUMAN Homo Putative 26.250033 NaN NaN 30620550 MENLPFPLKLLSASSLNTPSSTPWV |None None None [None None None None None None
sapiens spermatogenesis- LDIFLTLVFALGFFFLLLPYFSYLRCD
associated NPPSPSPKKRKRHLVSQRPAGRRGR

protein 31C2

PRGRMKNHSLRACRECPRGLEETW
DLLSQLQSLLGPHLEKGDFGQLSGP
DPPGEVGKRTPDGASRSSHEPTEDA
IAPIVSPLASPDPRTKHPQDLASTPPP
GPMTTSVSSLSASQPPEPSLLLEHPS
PEPPALFPHPPRTPDPLACSPPPPKG
FTPPPLRDSTLLTPSHCDSVALPLDT
IVPQSLSPREDLAASVPGISGLGGSNS
QVSALSWSQETTKTWCVFNSSVQQ
DHLSRQRDTTMSPLLFQAQPLSHLE
PESQPFISSTPQFWPTPMAQAEAQA
HLQSSFPVLSPAFLSPMKNTGVACP
IASQNKVQALSLPETQHPERPLLKKQ
LEGGLALPSRVQKSQDVFSVSTPNL
PQERLTSILPENFPVSPELWRQLEQ
HMGQRGRIQESLDLMQLQDELPGT
SQAKGKPRPWQSSTSTGESSKEAQT
IVKFQLERDPCPHLGQILGETPQNLS
RGMESFPGKVLGATSEESERNLRKP
LRSDSGSDLLRRTERNHIENILKAH
MSRKLGQTNEGLIPVSVRRSWLAVN
QAFPVSNTHVKTSNLAAPKSRKACV
NTAQVLSFLEPCTQQVLGAHIVRFW
IAKHRWGLPLRVLKPIQCFQLEKVSS
LSLIQLAGPSSDTCESGAGSKVEVAT
FLGEPPMASLRKQVLTKPSVHMPER
LQASSPACKQFQRAPRGIPSSNDHG
SLKAPTAGQEGRWPSKPLTYSLTGST
QQSRSLGAQSSRAGETREAVPQPTV
PLGTCMRANLQATSEDVRGFKAPGA
SKSSLLPRMSVSQDPRKLCLMEEAV
SEFEPGKATKSETQPQVSATVVLLPD
GQASVVPHASENLASQVPQGHLQS
MPTGNMQASQELCDLMSARRSNM
GHKEPRNPNCQGSCKSQSPMFPPT
HKRENSRKPNLEKHEEMFQGLRTP
QLTPGRKTEDTRQNEGVQLLPSKKQ
PPSISHFGENIKQFFQTIFSKKERKP
IAPVTAESQKTVKNRSCVYGSSAEAE
RLMTAVGQILEENMSLCHARHASK
VNQQRQQFQAPVCGFPCNHRHPFY
SEHSRMLSYAASSQQATLKNQSRPN
RDRQIRDQ




