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Entry
name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

B5DEL3 TTC17_RAT Rattus
norvegicus

Tetratricopeptide
repeat	protein	17

23.439218 NaN NaN 38843836 MAAAIGVRGRFELLSCSGPGWLISLS
ALLSVVARGALATTHWVVTEDGKIQ
QQVDSPMNLKHPHDLVILMRQETT
VNYLKELEKQLVAQKIHIEENEDRD
TGLEQRHNKEDPDCIKAKVPLGDLD
LYDGTYITLESKDVRPEDFIDTESPVP
PDPEQPDCTKILELPYSIHAFQHLRG
VQERVNLSAPLLPKEDPIFTYLSKRL
GRSIDDIGHLIHEGLQKNSSSWVLY
NLASFYWRIKNEPYQVVECTMRALH
FSSRHNKDIALVNLANVLHRAHFSA
DAAVVVHAALDDSAFFTSYYTLGNIY
AMLGEYNHSVLCYDHALQAKPGFE
QAIKRKHAVLCQQKLEQKLEAQHRS
LQRTLNELKEYQKQHDHYLRQQEIL
EKHKLIQEEQILRNIIHETQMAKEAQ
LGNHQICRLVNQQHSLHCQWDQPV
RYHRGDIFENVDYVQFGDDSSTSSM
MSVNFDVPTNQSDVSESVRSSPVAH
SVLWVWGRDSDAYRDKQHILWPKR
ADCTDSYPRVPLGGELPTYFLPPENK
GLRIHELTSDDYSSEEEAQTPDCSIT
DFRKSHTLSYLVKELEVRMDLKAKIP
DDHARKILLSRIKNYTIPEEEIGSFLF
HAINKPNAPVWLILNEAGLYWRAVG
NSTFAIACLQRALNLAPVQYQDIPLV
NLANLLIHYGLHLDATKLLLQALAV
NSSEPLTFLSLGNAYLALKNVSGALE
AFRQALKLTTRCPECESSLKLIRCMQ
FYPFLYNITSSVCSGHCHEKTLDNS
HDKQKYFAKPQSLDAAEEEPSRHGA
DEDPVLSVENAGRDSDALRLESTVV
EESNGSDEVEKSEETKMSEEILALV
DEFQQAWPLEGLGGTLEMKGRRLD
LQGIRVLKKGPQDGVAKSSCYGDCR
SEDDEATEWITFQVKRVKKPKGDHK
KPPGKKVEASQAENGQRYQANLEIT
GPKVASPGPQEKKRDYQSMGWPSP
DECLKLRWVELTAIVSTWLAVSSKNI
DITEHIDFATPIQQPAMEPLCNGNLP
TSMHTLDHLHGVSNRASLHYTGES
QLTEVLQNLGKDQYPQQSLEQIGTRI
AKVLEKNQTSWVLSSMAALYWRVK
GQGKKAIDCLRQALHYAPHQMKDV
PLISLANILHNAKLWNDAVVVATMA
VEIAPHFAVNHFTLGNVYVAMEEFE
KALVWYESTLKLQPEFVPAKNRIQTI
QCHLMLKKGRRSP

False False 2.74 0.281 0.422 0.375 False 4.188 0.375


