UniprotKB Entry name |[organism full oglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion en(‘ioplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane region

B5DEZ8 B5DEZ8 RAT [Rattus NaN |23.439218 NaN NaN 38843836 MARFPRAHLAAAGVMLLCHFLTDR |[False False 0.786 |1.097 0.896 0.6 0.094 2.639 1.503
norvegicus FQFAHGEPGHHMNDWKYVVANTSP

QSEEGVEVDSQAYSHRWKRNVDPF
KAVDTNRASMGQDSPESRGFPDLLL
DDGQDNTTQIEEDTDHNYYISRIYGP
ADSASRDLWVNIDQMEKDKVKIHGI
LSNTHRQAARVNLSFDFPFYGHFLN
EVIVATGGFIYTGEVVHRMLTATQYI
APLMANFDPSVSRNSTVRYFDNGTA
LVVQWDHVHLQDNYNLGSFTFQAT
LLMDGRIIFGYKEIPVLVTQISSTNHP
VKVGLSDAFVVVHRIQQIPNVRRRTI
IYEYHRVELQMSKITNISAVEMTPLPT
CLQFNGCGPCVSSQIGFNCSWCSKL
QRCSSGFDRHRQDWVDSGCPEEVQ
SKEKMCENTEPGETSQTTTTAQTTT
TQFRVLTTTRRAVTSHMPTSLPTED
DTKIALHLKDSGASTDDSAAEKKGG
TLHAGLIVGILILVLIIAAAILVIVYMY
HHPTSAASIFFIERRPSRWPAMKFR
RGSGHPAYAEVEPVGEKEGFIVSEQ
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