}Jl;l iprotKB Entry name organism [full name |oglcnacscore o_glcnac phosp ylation sites PMIDS sequence intracellular [extracellular|cytosol nucleus mitochndrion enc!oplasmlc golgi
sites reticulum |apparatu
B5ME19  |[EIFCL_HUMAN [Homo Eukaryotic [21.275311 NaN S9;S11;513;S15;S16;518;S39;5166; |34229054;30397120;26853435;285 |MSRFFTTGSDSESESSLSGEELVTKP |None None None [None |None None None
sapiens [translation S178;S181;S182;T525;S910 10447;38665916 VGGNYGKQPLLLSEDEEDTKRVVRS
initiation IAKDKRFEELTNLIRTIRNAMKIRDVT
factor 3 KCLEEFELLGKAYGKAKSIVDKEGVP
subunit C- RFYIRILADLEDYLNELWEDKEGKKK
like MNKNNAKALSTLRQKIRKYNRDFES
protein HITSYKQNPEQSADEDAEKNEEDSE

GSSDEDEDEDGVSAATFLKKKSEAP
SGESRKFLKKMDDEDEDSEDSEDD
EDWDTGSTSSDSDSEEEEGKQTALA
SRFLKKAPTTDEDKKAAEKKREDKA
KKKHDRKSKRLDEEEEEDNEGGEW
ERVRGGVPLVKEKPKMFAKGTEITH
IAVVIKKLNEILQARGKKGTDRAAQIE
LLQLLVQIAAENNLGEGVIVKIKFNII
IASLYDYNPNLATYMKPEMWGKCLD
CINELMDILFANPNIFVGENILEESE
NLHNADQPLRVRGCILTLVERMDEE
FTKIMQNTDPHSQEYVEHLKDEAQV
CAIIERVQRYLEEKGTTEEVCRIYLLR
ILHTYYKFDYKAHQRQLTPPEGSSKS
EQDQAENEGEDSAVLMERLCKYIYA
KDRTDRIRTCAILCHIYHHALHSRWY
QARDLMLMSHLQDNIQHADPPVQIL
'YNRTMVQLGICAFRQGLTKDAHNAL
LDIQSSGRAKELLGQGLLLRSLQER
NQEQEKVERRRQVPFHLHINLELLE
CVYLVSAMLLEIPYMAAHESDARRR
MISKQFHHQLRVGERQPLLGPPESM
REHVVAASKAMKMGDWKTCHSFII
NEKMNGKVWDLFPEADKVRTMLVR
KIQEESLRTYLFTYSSVYDSISMETLS
DMFELDLPTVHSIISKMIINEELMAS
LDQPTQTVVMHRTEPTAQQNLALQL
IAEKLGSLVENNERVFDHKQGTYGGY
FRDQKDGYRKNEGYMRRGGYRQQQ

SQTAY




