}Il;l iprotKB Entry name organism (full name |oglcnacscore o.glcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular (cytosol nucleus i mitochndrion en(!op lasmic golgi N extl:acellular
sites sites reticulum |apparatus membrane [region
B7ZC18 B7Z2C18 MOUSE Mus Signal 26.088944 T691 NaN 30016717 MAQWNQLQQLDTRYLEQLHQLYSD |[None None None |None None None None None None
musculus [transducer SFPMELRQFLAPWIESQDWAYAASK
and ESHATLVFHNLLGEIDQQYSRFLQE
activator of SNVLYQHNLRRIKQFLQTAATAAQQ
transcription GGQANHPTAAVVTEKQQMLEQHLQ

DVRKRVQDLEQKMKVVENLQDDFD
FNYKTLKSQGDMQDLNGNNQSVTR
QKMQQLEQMLTALDQMRRSIVSEL
IAGLLSAMEYVQKTLTDEELADWKRR
QQIACIGGPPNICLDRLENWITSLAE
SQLQTRQQIKKLEELQQKVSYKGDPI
VQHRPMLEERIVELFRNLMKSAFVV
ERQPCMPMHPDRPLVIKTGVQFTTK
IVRLLVKFPELNYQLKIKVCIDKDSGD
IVAALRGSRKFNILGTNTKVMNMEES
NNGSLSAEFKHLTLREQRCGNGGR
IANCDASLIVTEELHLITFETEVYHQG
LKIDLETHSLPVVVISNICQMPNAWA
SILWYNMLTNNPKNVNFFTKPPIGT
WDQVAEVLSWQFSSTTKRGLSIEQL
TTLAEKLLGPGVNYSGCQITWAKFC
KENMAGKGFSFWVWLDNIIDLVKK
YILALWNEGYIMGFISKERERAILST
KPPGTFLLRFSESSKEGGVTFTWVE
KDISGKTQIQSVEPYTKQQLNNMSF
IAEIIMGYKIMDATNILVSPLVYLYPDI
PKEEAFGKYCRPESQEHPEADPGSA
IAPYLKTKFICVTPTTCSNTIDLPMSP
RTLDSLMQFGNNGEGAEPSAGGQF
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