UniprotkB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr_acellular
ID name sites  [sites reticulum |apparatus membrane region
B7ZP47 B7ZP47_MOUSE Mus NaN [29.43918 NaN NaN 25153642;28135057;28528544 MTSRFGKTYSRKGGNGSSKFDEVFS [None None None [None [None None None None None

musculus

NKRTTLSTKWGETTFMAKLGQKRP
NFKPDIQEIPKKPKVEEEDTGDPFGF
DSDDESLPVSSKNLAQGKGSSYSES
SEAAQLEEVTSVFEANSKCSHVVGE
DSFASDRCLLVEDTLIGKEKSISRIPE
DNANKSSCTKLLTSDKVENFSEEHE
KNSHHFHKNAEDSTKKPNAETAVA
SEYKADETKETNDTWNSQSGKRTES
PSESCPVKGSVRTGLYEWDNDFEDI
RSEDCILSLDNESLLEMKDEDLKNR
IGGLENLNETFEEDIIQSVLRPSNCR
TYCRANKARSSQGASNFDKLMDGT
SQSLAKANSESSKDGLNQAKKGSAS
CGTSFRGTVGRTRDYTVLHPSCLSV
CNVTIQDTMERSMDEFTASTPADLG
EAGRLRKKADIATSKTTTRFRPSNTK
SKKDVKLEFFGFEDHDETGGDEGGS
GSSNYKIKYFGFDDLSESEDDDDDD
CQVERKKDKKRTKTAPSPSQQPPPE
SSDNSQDSQSSTNNAEDLPGVPESV
KKPISKQGDKSKENTRKIFSGPKRSP
TKAVYNARHWNHPDSEELPGPPIAK
PQRVTVRLSSKEPNQKDDGVFKAPA
PPLKVIKTVTIPTQPYQEIVTALKCRK
EDKELYTVVQHVKHFNDVVEFGEN
QEFTDDIEYLLSGLKSTQPLNTRCLS
IVISLATKCAMPSFRMHLRAHGMVA
MVFKTLDDSQHHQNLSLCTAALMYI
LSRDRLNMDLDRASLDLMIRLLELE
QDASSAKLLNEKDMNKIKEKIRRLC
ETVHNKHLDLENITTGHLAMETLLS
LTSKRAGDWFKEELRLLGGLDHIVD
KVKECVDHLSRDDEDEEKLVASLW
GAERCLRVLESVTVHNPENQSYLIAY
KDSQLIISSAKALQHCEDLIQQYNRA
ENSICVADSNPLPYQNVTNHVGKAV
EDCMRAIIGVLLNLTNDNEWGSTKT
GEQEGLIGTAMNCVLQVPKYLPQEQ
RFDIRVLGLGLLINLVEYSARNRHCL
IVNMQTSCSFDSSFSSGEGDHSLRLA
GQVHAVQALVQLFLERERAAQLAES
KTDELIKDAPTTQHDKSGEWQETSG
EIQWVSTEKTDGAEEKQKKEEEDEE
LDLNKALQHAGKHMEDCIVASYTAL
LLGCLCQESPINVTTVREYLPEGDFS
IMTEMLKKFLSFMNLTCAVGTTGQK
SISRVIEYLEHC




