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UniprotkB Entry name organism full oglcnacscore oglcnac e viation PMIDS [sequence intracellular |extracellular cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane [region

B9EH]3 B9EH]3_MOUSE Mus NaN [25.161187 NaN NaN 34887587 MSARAAAAKSTAMEETAIWEQHTVT |[None None None |None None None None None None
musculus LHRAPGFGFGIAISGGRDNPHFQSG

ETSIVISDVLKGGPAEGQLQENDRVA
MVNGVSMDNVEHAFAVQQLRKSGK
NAKITIRRKKKVQIPVSHPDPEPVSD
NEDDSYDEEVHDPRAGRGALANRR
SEKSWARDRSASRERSLSPRSDRRS
IVASSQPAKPTKVTLVKSRKNEEYGL
RLASHIFVKEISQDSLAARDGNIQEG
DVVLKINGTVTENMSLTDAKTLIERS
KGKLKMVVQRDERATLLNVPDLSDS
IHSANASERDDISEIQSLASDHSGRS
HDRPPRRSQSRSPDQRSEPSDHSTQ
SPQQPSNGSLRSREEERMSKPGAIS
TPVKHVDDHPPKAVEEVTVEKNEKQ
TPTLPEPKPVYAQVGQPDVDLPVSPS
DGALPNSAHEDGILRPSMKLVKFRK
GDSVGLRLAGGNDVGIFVAGVLEDS
PAAKEGLEEGDQILRVNNVDFTNIIR
EEAVLFLLDLPKGEEVTILAQKKKDV
YRRIVESDVGDSFYIRTHFEYEKESP
YGLSFNKGEVFRVVDTLYNGKLGSW
LAIRIGKNHKEVERGIIPNKNRAEQL
IASVQYTLPKTAGGDRADFWRFRGLR
SSKRNLRKSREDLSAQPVQTKFPAY
ERVVLREAGFLRPVTIFGPIADVARE
KLAREEPDIYQIAKSEPRDAGTDHRS
SGIIRLHTIKQIIDQDKHALLDVTPNA
VDRLNYAQWYPIVVFLNPDSKQGVK
TMRMRLCPESRKSARKLYERSHKLR
KNNHHLFTTTINLNSMNDGWYGAL
KEAIQQQQNQLVWVSEGKADGATS
DDLDLHDDRLSYLSAPGSEYSMYST
DSRHTSDYEDTDTEGGAYTDQELDE
TLNDEVGTPPESAITRSSEPVREDSS
GMHHENQTYPPYSPQAQPQAIHRID
SPGLKPASQQVYRKEPYSEEMMRQ
NHILKQPALGHPGQRPDKEPNLAYE
PQLPYIEKQASRDLEQPSYRYEVSSY
TDQFSRNYDHRLRFEDRIPTYEDQW
SYYDDKQPYQPRPFENQHPRDLDSR
QHPEEASERGYFQRFEEPAPLSYDS
RTRYEQLPRTSTLRHEEQPAPAYEV
HNRYRPEAQPYSSTGPKSSEPKQYF
DQYPRSYEQVPPPGFTSKTGHYEPL
HGAAVVPPLIPSSQQKPEVLPSATKP
QPPPPTLTEEEEDPAMKPQSVLTRV
KMFENKRSASLENKKDVNDTASFK
PPEVASKPPGASLAGPKPVPQSQFSE
HDKTLYRLPEPQKPQVKPPEDIVRSN
HYDPEEDEEYYRKQLSYFDRRSFES
KPSAHLPAGHHSEPAKPVHSQSQPN
FSSYSSKGKPETDAVDRSFSEKRYDP
IAQATPPPPPLPSQYSQPAPPLSSSSL
HIHSKGAQGEGNSVSLDFQNSYMS
KPDPPPSQSKPATFRPPTREDPPQTF
YPQKSFPDKAPVNGAEQTQKTITPVY
NRFTPKPYTSSARPFERKFESPKFN
HNLLPSETVHKPELSSKTPTSPKTL
MKAHSSTQPPEFDSGVETFSVHTDK
PKYQMNNISTMPKAVPVSPSAVEED
EDEDGHTVVATARGIFNSNGGVLSS
IETGVSIIIPQGAIPEGIEQEIYFKVCR
DNSILPPLDKEKGETLLSPLVMCGP
HGLKFLKPVELRLPHCASMTPDGW
SFALKSSDSSSGDPKTWQNKCLPGD

PNYLVGANCVSVLIDHF




