
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

B9EJR8 DAAF5_MOUSE Mus
musculus

Dynein
axonemal
assembly
factor	5

25.685855 NaN NaN 39627609 MAAPAEAEVAAAPGLTEAAEAAELT
RALSRLLPGLETESKLGRRRALEALE
QVLEEAVRPGADSAAFQGPWARLLL
PRLLRLLSDPAEGCRALAAHLLDLGL
RRAARPRDALPRLLPALSARLARPEL
ARPPPEPCEELRLALVQLLHLAVDLG
GAALAPHLDDAVRALRAALLDPFAA
VRREGCECAAALARATPEHFHMQS
ESLIGPLMQTISHQHWKVRVAVIEAT
GTVIQFGSGNSVDDVLSHFAQRLFD
DVPQVRQAVTSVVGGWLLNLRDRYS
FLHKLTPLLLSSFSDEMPEIRQTATS
LWEKVGLQWQQENEADLKDKLDFA
SPPPPNYPEHESRPGLGCRELVFRN
LSKVLPAICHDITDWVVGTRVKAAQL
LPVLLLHAEDHITQHLEIVLRTLHQA
CTDEEKAVVGSCIRAAELIGTFVSPE
VFLKLILAMLKKAPSASGLLILASVIR
GCPRNALQPHVTVIATELAQEHICQ
GSENNLYLEHLLLCVQALLSVCQED
CRAASLQFLEVLVTIMAVSDAVGLEK
KAQKTMDTLAEVEDIPSSQDLYRKH
VGALLERLTASHGEWAVHSVQLLKF
TVLLTQAGPAVGEALQHVIPTLRACL
QPSTDPHMRLKLFSILSMMLLRPKD
TVDSQGQFRGYLDMVINDILAPNLQ
WHAGRTAAAIRTAAISCLWALISSDI
LSAKQVQEAQETLMPQVLATLEDDS
QTTRLMSCRIINMFLKNSGDTMEPE
KFLKVYPELLKRLDDVSNDVRMAAA
SALLTWLKCIESLDGKSAYQSSVQFL
YRELLVHLDDPESAIQDTVLEVLKEG
SVLFPDVLVRETEAVVHKHRSATYC
EQLLQHMQTMAAAR

False False 1.736 1.456 False 0.75 0.375 False 0.946


