UniprotKB Entry name |organism full name [oglcnacscore o_glcnac ‘p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em:.loplasmlc golgi plasma extl.‘acellular

ID sites sites reticulum apparatus membrane region

COHKD1 F25A2_MOUSE Mus Protein 25.019509 S1017 [NaN 34418053 MLSTMCFLWDTECPLYVYFCFFIIVL |None None None |None None None None None None
musculus [FAM205A- IVWQVRQNYQGLKCENRRSCCRRH
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QKVRQRAKDAASRARRLSREEDEKP
CELLSIMKSQSWVPKQGNVRQLLCL
DPSCQICEATTLEIRQLLQSKKSQISP
ALLGLPQRAACLEMPISSESFEWNQ
DFYSRYSTNSPVVPGNQTLTQLTEEL
TESTNADGVLLCWTDPLQIGQEFHL
ADMPMASETLVSPGLEEPVVLMNE
EDTVHSNLNYIQQLQDHEALNSQIP
FQTLTPQLTVTHPMAVSIVTDAPQPF
LSPEVLRLLEIHVKKLMHFQRWGLP
RRVEESLKQFMPNPPVYLPPEHNQP
'VSFILNTSSQDCVHRFEGISPETWYS
'YMDGQPIQTFWVSEWSSGDQGQRL
SCKPIPSPVEKPLLTPDYELLHDLCL
SPEGQVDGSQSNLQKKFTQLFCGLP
SMHSESLGSTFLCTQGVSKNTLKPP
YKEPHFLKVSPPIPLPEAAPPPSSTSP
NESLDEPQRAQIGGVPFLTLSECKTL
EWHLLQRQLQLQWGLPAVIARPPRV
QSHTQYKHKPWNKAKPRETLKFFG
PGKPFSALTRELFFIPQHARRLLEFH
LQKRLIHLRWGLPQRIQRSINMLLSS
TDLQSLPCGGSRLPNVSISQPGKPEA
'YGSGDTFLPTAGKGTTPMPHLFAKA
QEMLKSHDTKCEQIREGKVPACVQS
AWKGRIPGDLAAGTLFPNIPQGQPL
ELQAENNPDLHQEAVSWKPMDLDQ
EAQAFSGVFIEHCRRPQALSEETIKK
LETTLRHKYLAFLSGLQALYCMAPT
KATSPTVDQSVITTMPWSVKSPQKP
LSQKSPLEALCLSGLEPCTQDDKETS
ANIAEEFQHGAQGHGRTEKVPPERQ
PLLNRPYSLDTEIMERVSFYLKRKAL
DIKLGISLKESVFQEPTATDLESESV
QEPLGSPRESTLLQGPPTLCHVPVAP
DPDKVCLKQPATAVQVVFQEQNQPS
SRAVPHRSARQGSQVHRNMMEAQV
HYVQMGTGGEMLNLGEPFSTESQS
PGKSKSGYVPTVAGKRKIPGKPKVVG
DLGEGDAGLGFSLVSLKTRQDGEQE
KRLLHRQLQGSSLQAQTFHLEGACP
HSPQESPELQFADPPPEVFMETDSE
QDMEDSQSKESIVPEPARTAKAPQP
MLSRASQGLPFPRSPTQRKPSQGQP
GPGHVPPGHATPASPYTRPSRLPEA
GLKNKMKLFFHSIKLKMKSKAHTEP
STVSTPGKVAKTSKENIDRGLPQAKS
PTKKTKPEDFRGPKAQFSVVGPCLTP
SYILDSKFWPRPRRVGSVSVLGHSY
HCPRHCPRLAYANQQRNPP




